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Figure S1: The pipeline used to identify chimeric transcripts
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Allsequences were aligned to the corresponding reference genomic sequences using
the UCSC BLAT program

v

The sequence was considered a chimera whenever the first part aligned to one gene
andthe second to another gene located at least 750 kb away
(the default maximum intronsize in BLAT).

v

Forthe alignments, identity was set at a minimum of 95%, and the minimum length was set
at 50 nucleotides, and an overlap of up to 10nt between the two subparts of a chimera.

v

The chimeric transcripts incorporating opposite strands of the same gene were
collected as SAS chimeras.

2

To distinguish chimeric junction sites and artifacts, the candidate chimeric
sequences were removed if the junction was situated >50 nt away from a known
splice site.

)
The read-through chimeras that we included in the database were added separately,
based on adequate published supporting evidence.





Figure S2: Relative expression of the SAS chimeric transcripts of ATP1A1 gene (ATPase, Na+/K+ transporting, alpha 1 polypeptide) as confirmed by RT-qPCR. There are three chimeric transcripts in human (BE695741, BQ312200, BQ312492) and one in mouse (BQ968382).
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Figure S3: The expression comparison of chimeras between normal and cancer cells.
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