SUPPLEMENTARY DATA 1.
Amino acid sequence of the polyprotein (I91Cys)2-ABD-(I91Cys)2



(I91Cys)2-ABD-(I91Cys)2

MRGSHHHHHHGSLIEVEKPLYGVEVFVGETAHFEIELSEPDVHGQWKLKGQPLAASPDAEIIEDGKKHILILHNAQLGMTGEVSFQAANTKSAANLKVKELRSLIEVEKPLYGVEVFVGETAHFEIELSEPDVHGQWKLKGQPLAASPDAEIIEDGKKHILILHNAQLGMTGEVSFQAANTKSAANLKVKELRSSTRVSLRKTRQPPERIASGTITKGVVLDSTEALCLAISRNSEQMASHSAVLEAGKNLYTFCVSYVDSIQQMRNKFAFREAINKLESNLRELQICPATASSGPAATQDFSKLLSSVKEISDIVRRRSLIEVEKPLYGVEVFVGETAHFEIELSEPDVHGQWKLKGQPLAASPDAEIIEDGKKHILILHNAQLGMTGEVSFQAANTKSAANLKVKELRSLIEVEKPLYGVEVFVGETAHFEIELSEPDVHGQWKLKGQPLAASPDAEIIEDGKKHILILHNAQLGMTGEVSFQAANTKSAANLKVKELRSCC
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Equivalent sequence in 1zzp

STRVSLRKTRQPPERIA is not found in pdb and is considered to be unfolded in the calculations of unfolding length.
