Supplementary material.
Table S1. Description of primers sequences used for NM-PCR 
	Reaction
	Specificity
	Primer name
	Sequence (5’ – 3’)

	First PCR
	Universal 
	UNR
	GACGGTATCTGATCGTCTTC

	
	Plasmodium
	PLF
	AGTGTGTATCCAATCGAGTTTC

	
	Human
	HUF
	GAGCCGCCTGGATACCGC

	Nested – Multiplex Malaria PCR
	Plasmodium
	NewPLFShort
	CTATCAGCTTTTGATGTTAG

	
	P. malariae
	MARshort
	TCCAATTGCCTTCTG

	
	P. falciparum
	FARshort
	GTTCCCCTAGAATAGTTACA

	
	P. ovale
	OVRshort
	AGGAATGCAAAGARCAG

	
	P. vivax
	VRshort
	AAGGACTTCCAAGCC



[bookmark: _Hlk161563910]Table S2. Frequency of malaria according to trimester of pregnancy, location and number of pregnancies. Excluding the two P. vivax infections and the poor – quality sample, so total sample size was 415. 
	
	Total samples
	Malaria positives
	Frequency of malaria (%)
	95% CI

	Trimester of pregnancy

	1st trimester
	75
	29
	38.67
	27.64 – 50.62

	2nd trimester
	312
	157
	50.32
	44.63 – 53.00

	3rd trimester
	28
	14
	50.00
	30.65 – 69.35

	Number of pregnancies

	Primigravidae
	109
	70
	64.22
	54.47 – 73.17

	Multigravidae
	306
	130
	42.48
	3688 – 48.24



Table S3. Sample size in each group according to pfhrp2 and malaria status in each trimester by primigravidae and multigravidae. 
	
	Total samples
	Malaria negative
	P. falciparum

	
	
	
	Pfhrp2 - deleted
	Pfhrp2 intact

	1st trimester

	Primigravidae
	25
	12
	1
	12

	Multigravidae
	50
	37
	2
	14

	Total
	75
	46
	3
	26

	2nd trimestre

	Primigravidae
	80
	27
	3
	50

	Multigravidae
	232
	128
	19
	85

	Total
	312
	155
	22
	135

	3rd trimester

	Primigravidae
	4
	0
	0
	4

	Multigravidae
	24
	14
	0
	10

	Total
	28
	14
	0
	14



