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Figure S1. Phylogenetic relationships among Blastocystis full-length SSU rRNA gene nucleotide
sequences generated in the present study (represented with a filled triangle), representative
reference sequences of the accepted subtypes (Table 1), and Proteromonas lacertae used as
outgroup taxon to artificially root the tree. Analysis was inferred using the Maximum
Likelihood method with genetic distances calculated using the Kimura 2-parameter model. This
analysis involved 92 nucleotide sequences, and there were a total of 1982 positions in the final
dataset.



ST10a Sheep (OR117635)
ST10a Goat (OR117633)
ST10a Sheep (OR117636)
ST10a Sheep (OR117637)
ST10a Sheep (OR117638)
ST10a Sheep (OR117639) ST10a
ST10A Goat (MZ265404)
ST10a Geat (OR117634)
ST10a Cattle (OR117623)
ST10a Muskox (OMB883870)
ST10a Sheep (OM883871)
ST10b Cattle (MT898456)
ST10b Roe deer (OR117642)
ST10b Cattle (MT898457)
ST10b Sheep (OR117647)
ST10b Dromedary (KC148207)
ST10b Sheep (OR117645) ST10b
ST10b Sheep (OR117646)
ST10b Goat (OR117641)
ST10b Goat (OR117640)
ST10b Sheep (OR117643)
ST10b Sheep (OR117644)
ST43 Sheep (OR117662)
ST43 Goat (OR117658)
ST43 Goat (OR117659)
ST43 Sheep (OR117660) 5T43 (ST10f)
ST43 Sheep (OR117661)
ST43 Sheep (OR117663)
ST44 Goat (OR117649)
ST44 Sheep (OR117652)
ST44 Sheep (OR117651)
$T44 Sheep (OR117650)
ST44 White-tailed deer (MZ7267679)
ST44 White-tailed deer (MZ267675) 5T44 (5T10¢)
ST44 Goat (OR117648)
ST44 Sheep (OM883872)
ST44 Cattle (OR117624)
ST44 Cattle (OR117625)
/\ ST23 Cattle (MW887931)
A ST23 Goat (OR117667)
A ST23 Sheep (OR117666)
A ST23 Sheep (OR117664)
/\ ST23 Goat (MZ265406)
A ST23 Sheep (OR117665) ;
ST42b Cattle (OR117632)
ST42b Cattle (OR117631)
ST42b Cattle (OR117657) ST42b (ST10e)
ST42b Cattle (OR117656)
ST42b Cattle (OR117655)
ST42a Cattle (OR117630)
ST42a Cattle (OR117626)
ST42a Cattle (OR117628)
ST42a Cattle (OR117627) ST42a (ST10d)
ST42a Caltle (OR117659)
ST42a Red deer (OR117653)
ST42a Sheep (OR117654)
[ T4 Human (MT898453)
ST8 NHP (AB107970)
ST3 Human (AB091234)

ST1 Human (MT898451)
ST39 NHP (OP5638486)
ST2 NHP (AB070997)

ST11 Elephant (MT898454)
— ST5 Pig (AB070998)
ST32 Goat (MZ2265403)
ST26 Cattle (MW887932)
ST30 White-tailed deer (MZ267674)
ST40 Muskox (OM885776)
ST21 White-tailed deer (MW887929)
ST13 Mouse deer (KC148209)
ST31 White-tailed deer (MZ267676)
ST12 Marsupial (EU427515)
~ ST24 White-tailed deer (M\W887928)
r ST14 Cattle (MT898458)
ST25 Cattle (MW887933)
ST6 Chicken (MW538478)
ST9 Human (KC138681)
] §T27 Indian peafowl (MW887934)
ST7 Chicken (MW538476)
8T29 Chicken (MW538473)
ST16 Marsupial (EU427514)
— ST38 Water vole (OP720869)
ST37 Heteromyid (OP720872)

ST35 Human (OP720870)
ST36 Bat (OP720871)
n ST33 Horse (ONS32568)
ST34 Horse (ON932571)
‘ ST17 Gundi KC148208
ST41 Human (OQ703608)
ST15 NHP (KC148211)
ST28 Indian peafowl (MW887935)

U37108.1 Proteromonas lacertae

e g g g g

T

gt g o g g

5T23

0.050



