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Supplementary Figure 6. Mosaic structure of 10BR_RJO053. Breakpoint positions are numbered
according to the HXB2 genome. For comparison, the mosaic structure of CRF75_BF1 is placed above,
with vertical lines indicating coincident breakpoints. The drawing was made using the Recombinant HIV-1
Drawing Tool https://www.hiv.lanl.gov/content/sequence/DRAW_CRF/recom_mapper.html
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