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Supplemental Figure 1. Quantile-quantile plot for the epigenome-wide association study of methylation at >450,000 cytosine-phosphate-guanine sites and circulating trimethylamine-N-oxide.
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Supplemental Figure 2. Quantile-quantile plot for the genome-wide association study of association between 9,400,000 genetic variants and circulating trimethylamine-N-oxide.
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