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Figure S3 A

B. MO1 clone F12 assembly vs. optical map



Figure S3 B

B. MO1 clone B12 assembly vs. optical map



Figure S4

Synteny plot (clone F12, clone B12, parental B. MO1)



Figure S5 A

B. MO1 clone F12 vs clone B12



Figure S5 B

B. MO1 clone F12 vs parental B. MO1 
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B. MO1 clone B12 contact map
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B. divergens ROUEN 87 contact mapA
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Figure S11

B.MO1 Clone # B12
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DHFR-TSFigure S12

Babesia MO1           1  ---MVANYEGCGGLEIYVATAWN    RAIGFKNDIPWPHIREDFRFLARGTSYVDPEVKAK    NPDLMNVVVMGRKT  69
B.divergens Rouen 87  1  ---MVANYEGCGGLEIFVATAWN    RAIGFKNDIPWPHIREDFRFLARGTSYVDPEVKAK    NPDLMNVVIMGRKT  69
P.falciparum 3D7      1  mMeQVCDVFDIYAICACCKVESK[14]RGLGNKGVLPWKCNSLDMKYFCAVTTYVNESKYEK[22]SKKLQNVVVMGRTS  108
P.falciparum HB3      1  mMeQVCDVFDIYAICACCKVESK[14]RGLGNKGVLPWKCNSLDMKYFCAVTTYVNESKYEK[22]SKKLQNVVVMGRTN  108
B.duncani WA1         1  -MdLSTKYEGFSPIVMFVATDVK    GGIGFEGKIPWPHIPMDFSFFFRGTCYVEPEILNR    YPEIQNVVIFGRKT  71
B.microti             1  -M-------GMYKVCSIYASTPN    GGIGNEGKLPWKTLPRDLKHLQDITTAYGPD----    -HSVQNVVIMGRKT  59
Babesia bovis         1  ---MSNSYEGCGDLTIFVAVALN    KVIGHKNQIPWPHITHDFRFLRNGTTYIPPEVLSK    NPDIQNVVIFGRKT  69 

Babesia MO1           70   YESIPASSRPLKNRINVVLSRNVK--EI-PGCLVFPSLTEAIRHVRSSVPHYKIFCLGGGEVYREVMENDLCDRIYLTRL  146
B.divergens Rouen 87  70   YESIPESSRPLKNRINVVLSRNVK--DI-PGCLVFPSLTEAIRHVRSSVPHHKIFCLGGGEVYREVMENDLCDRIYLTRL  146
P.falciparum 3D7      109  WESIPKKFKPLSNRINVILSRTLKkeDFdEDVYIINKVEDLIVLL-GKLNYYKCFIIGGSVVYQEFLEKKLIKKIYFTRI  187
P.falciparum HB3      109  WESIPKKFKPLSNRINVILSRTLKkeDFdEDVYIINKVEDLIVLL-GKLNYYKCFIIGGSVVYQEFLEKKLIKKIYFTRI  187
B.duncani WA1         72   YESIPANVFPLKKRHNVIISRTLT--HV-PGASVFNNLDDALRWVNESKRFHKTIIMGGVEIYKLALETGLVEKIYLTRI  148
B.microti             60   YISIPKSSRPLKDRINIVLSSSVS--DFgDGVIAAKSMQDAFDKL-EKMKFNKIFIIGGSSVYKEAYDLGIVEKVYVTRV  136
Babesia bovis         70   YESIPKASLPLKNRINVILSRTVK--EV-PGCLVYEDLSTAIRDLRANVPHNKIFILGGSFLYKEVLDNGLCDKIYLTRL  146

Babesia MO1           147  TEEYEGDVFFPEIPD-TFQITGISKTFSTDYVTFDFVVYEKVG    AIK-EKRPPTFDELLLT    GGELTVPTPKYV  216
B.divergens Rouen 87  147  TEEYEGDVFFPEIPD-TFQITGISKTFSTDYVTFDFVVYEKTG    AIK-EKRPPTFDELLLT    GGELTVPTPKYV  216
P.falciparum 3D7      188  NSTYECDVFFPEINEnEYQIISVSDVYTSNNTTLDFIIYKKTN[30]MKKLTEFYKNVDKYKIN[24]KNKNSIHPNDFQ  313
P.falciparum HB3      188  NSTYECDVFFPEINEnEYQIISVSDVYTSNNTTLDFIIYKKTN[30]MKKLTEFYKNVDKYKIN[24]KNKNSIHPNDFQ  313
B.duncani WA1 149  GNEFKADRFFPDITK-DFEIVGISQTFGTDFTTFDFVIYEKKG    LNQLDHVTKSFDEMLLT    GKPLKTVAPLYK  219
B.microti             137  NKELPADTFVTSVPP-IFEIVGISRTFSYNDIPFDFIIYMLKD    SRATSNVCVDIDDYLLT    EHEIRDFKYQFK  207
Babesia bovis         147  NKEYPGDTYFPDIPD-TFEITAISPTFSTDFVSYDFVIYERKD    CKT-VFPDPPFDQLLMT    GTDISVPKPKYV  216

Babesia MO1           217  ACPSVKVRYHQEFQYLDIIADVLSTGTLKPNRTGVDGISKFGYQMHFDLSQSFPLLTTKKVALRSIIEELLWFIRGSTNG  296
B.divergens Rouen 87  217  ACPSVKVRYHQEFQYLDIIADVLSTGTLKPNRTGVDGISKFGYQMHFDLSQSFPLLTTKKVALRSIIEELLWFIRGSTNG  296
P.falciparum 3D7      314  IYNSLKYKYHPEYQYLNIIYDIMMNGNKQSDRTGVGVLSKFGYIMKFDLSQYFPLLTTKKLFLRGIIEELLWFIRGETNG  393
P.falciparum HB3      314  IYNSLKYKYHPEYQYLNIIYDIMMNGNKQSDRTGVGVLSKFGYIMKFDLSQYFPLLTTKKLFLRGIIEELLWFIRGETNG  393
B.duncani WA1  220  ACPNIRIRYHQEFQYLDICADVLSTGTLKENRTGIDALSKFGYQMRFDLSQSFPLLTTKKVFLRGITEELIWFINGSTNG  299
B.microti             208  ALPNVTIRKHEEIQYLDIIADILSSGSENDDRTGVGVLSKFGYKMEFNLDESFPLLTTKKVFFKGIVEELLWFIKGDTSG  287
Babesia bovis         217  ACPGVRIRNHEEFQYLDILADVLSHGVLKPNRTGTDAYSKFGYQMRFDLSRSFPLLTTKKVALRSIIEELLWFIKGSTNG  296

Babesia MO1           297  NELLDKNVRIWELNGARSFLDNLGFTDREEHDLGPVYGFQWRHFGAKYLDMHADYSGQGIDQLKVVINKIKTNPNDRRLI  376
B.divergens Rouen 87  297  NELLDKNVRIWELNGARSFLDNLGFTDREEHDLGPVYGFQWRHFGAKYLDMHADYSGQGIDQLKVVINKIKTNPNDRRLI  376
P.falciparum 3D7      394  NTLLNKNVRIWEANGTREFLDNRKLFHREVNDLGPIYGFQWRHFGAEYTNMYDNYENKGVDQLKNIINLIKNDPTSRRIL  473
P.falciparum HB3      394  NTLLNKNVRIWEANGTREFLDNRKLFHREVNDLGPIYGFQWRHFGAEYTNMYDNYENKGVDQLKNIINLIKNDPTSRRIL  473
B.duncani WA1 300  NDLLKKNVRIWELNGKRSFLDNLGFYNREEHDLGPVYGFQWRHFGATYTDMHADYKGQGIDQLVNVINSIKNDPNSRRLI  379
B.microti             288  KILLEKGVRIWEKNGTREFLDSVGLNERKEHDLGPIYGFQWRHFGAEYKDCDTNYTGQGIDQLMEAIDKIKNDPNSRRII  367
Babesia bovis         297  NDLLAKNVRIWELNGRRDFLDKNGFTDREEHDLGPIYGFQWRHFGAEYLDMHADYTGKGIDQLAEIINRIKTNPNDRRLI  376

Babesia MO1           377  ICSWNVADLSKMALPPCHCLYQFYVRDGKLSCMLHQRSCDLGLGVPFNIASYAILTAMIAQVCGLKLGEFVHNLADAHVY  456
B.divergens Rouen 87  377  ICSWNVADLSKMALPPCHCLYQFYVRDGKLSCMLHQRSCDLGLGVPFNIASYAILTAMIAQVCGLKLGEFVHNLADAHVY  456
P.falciparum 3D7      474  LCAWNVKDLDQMALPPCHILCQFYVFDGKLSCIMYQRSCDLGLGVPFNIASYSIFTHMIAQVCNLQPAQFIHVLGNAHVY  553
P.falciparum HB3      474  LCAWNVKDLDQMALPPCHILCQFYVFDGKLSCIMYQRSCDLGLGVPFNIASYSIFTHMIAQVCNLQPAQFIHVLGNAHVY  553
B.duncani WA1         380  VCSWNVSDVPKMALPPCHLLFQFYVAQGKLSCMLHQRSCDLGLGVPFNIASYSILTAMIAQVCNLQLGEFVHNLADAHIY  459
B.microti             368  VCSWNVNDLSKMALPPCHCLFQFYVSQGRLSCIMYQRSADVGLGVPFNIASYSLLTLMIAQVCALRPGKFVHVLGNAHIY  447
Babesia bovis         377  VCSWNVSDLKKMALPPCHCFFQFYVSDNKLSCMMHQRSCDLGLGVPFNIASYSILTAMVAQVCGLGLGEFVHNLADAHIY  456

Babesia MO1           457  IDHVDAMKLQMSRIPYPFPQLKLNPAITNIEDFTIDDIIVQNYVSHPPIKMAMSA  511
B.divergens Rouen 87  457  VDHVDAMKLQMSRIPYPFPQLKLNPAIKNIEDFTIDDIIVQNYVSHPPIKMAMSA  511
P.falciparum 3D7      554  NNHIDSLKIQLNRIPYPFPTLKLNPDIKNIEDFTISDFTIQNYVHHEKISMDMAA  608
P.falciparum HB3      554  NNHIDSLKIQLNRIPYPFPTLKLNPDIKNIEDFTISDFTIQNYVHHEKISMDMAA  608
B.duncani WA1         460  VNHIDALKEQLTRVPYPFPLLKLNKDITDICDFKLEDVKVEGYSCHPTIKMEMAA  514
B.microti             448  KTHITALTKQIQRIPYPFPILKLNAQVKRIEDFVPSDINLLCYTCHPTIKMDMAA  502
Babesia bovis         457  VDHVDAVTTQIARIPHPFPRLRLNPDIRNIEDFTIDDIVVEDYVSHPPIPMAMSA  511


