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Entendiendo el contexto

e Gestion de datos personales y sensibles
e Legislaciones, regulaciones, protocolos

e Técnicas de anonimizaciony
pseudoanonimizacion

e Licencias restrictivas, control de accesos

e Crecimiento exponencial, proliferacion de
colecciones de big data

Y ® Dispersion en distintos tipos de repositorios y
bases de datos, que usan estrategias diferentes
de agregacion, esquemas semanticos,
taxonomias, formatos, PIDs...
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PeerJ

Mdar Papers
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https://datamed.org/datatypes.php

La dispersion de los datos de
investigacion en Biomedicina

Como material
suplementario en En los “data papers” (ej,
revistas (ej, )

)

En repositorios
tematicos (ej, En agregadores y bases
), de datos (ej,
institucionales ( )
y generalistas (
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é Cuantos datasets de Biomedicina?

datadVED

Home  About  Feedback- WebAPl  Submit  Login

@ Search for dataset (@ Search for repository

Data Types

DUnspecified (1,267,256)
DO Protein (569,714)
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0 Gene Expression (83448)
O omics Data (78,201)
Oimaging Data (67,950)
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O Data from Papers (6,279)
DOlclinical Trials (5.718)
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[T increased DNA Methylation of Dnmt3b-Targets Impairs Leukemogenesis
(expression)
ID: E-GEOD-71040

jon: Here, we analyzed global gene expression changes that were associated
with over expression of Dnmt3b in MLL-AFS induced leukemias using the Affymetrix..

Results by year

[ an cleavage and in
chromatin regulation and post-transcriptional control [
ID: E-GEOD-73973

jon: Most mammalian genes display lternative cleavage and f—
polyadenylation (APA). Previous studies have Indicated preferential expression of APA
isoforms w...
[ Combinatorial targeting of nuclear export and translation of RNA inhibits Word Cloud
aggressive B-cell ymphoma
ID: EGEOD-63255

jon: Aggressive double and triple hit (DH/TH) DLBCL feature activation of
Hsp90 stress pathways. Herein, we show that Hspo0 controls post-transcriptional

[C The Histone Methyltransferases MLL1 and DOT1L Cooperate with
Meningioma-1 to Induce AML [Mouse Dot1l ko RNA-seq) (R
ID: E-GEOD-76748

jon: Purpose: To characterize transcriptional changes associated with
homozygous inactivation of Dot1] or MIl1 in MN1 driven AML Methods: We sequenced e
mRNA. e
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Figure 2 : Community input to the Data Discovery Index Consortium.

From: Finding useful data across multiple biomedical data repositories using DataMed

e Evaluation e Use cases
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e Application programming interfaces

https://biocaddie.org/

&

This site uses cookies. By continuing to browse the site you are agreeing to our use of cookies. Find out more here.

bio.tools

Essential scientific and technical information about software tools, databases and services for bioinformatics and the life
sciences.

Search bio tools Q

https://fairsharing.org/



https://www.nature.com/articles/ng.3864/figures/2
https://biocaddie.org/
https://biocaddie.org/
https://biocaddie.org/
https://bio.tools/
https://fairsharing.org/
https://fairsharing.org/
https://fairsharing.org/
https://fairsharing.org/

Grandes proyectos en marcha

Challenges for Capitalizing on Biomedical Data

The current utility of large data sets is limited because the data are:

()

disconnected

* incompatible

Q difficult for users to find and access

" expensive to generate, store, download, and compute on

‘ Data Commons Platform

User Portals & Workspaces

Scientific Analysis Tools & Workflows

Services: Identifiers, Search, Authentication

NIH-funded Data Sets

Ylivd

Leverage Cloud Service Providers
Store large biomedical data sets

The Data Commons Platform describes the components needed
to store and make NIH data accessible in the cloud

NIH Data Commons: Its main
objective is to develop the ability to
make data FAIR through use of a
shared virtual space to store and
work with biomedical research data
and analytical tools.

The NIH Data Commons will
leverage currently available cloud-
computing environments in a
flexible and scalable way, aiming to
increase the value of NIH-
supported data by democratizing
access and use of data and
analytical tools and allowing
multiple datasets to be queried
together.

https://commonfund.nih.gov/com
mons



https://commonfund.nih.gov/commons
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POLITICA DE DATOS DE DIGITAL.CSIC:
INICIOS, DESARROLLO, MANDATO



D Produccion CSIC Pasarela Estadisticas Contacto DIGITAL.CSIC EI Q 2 Servicios|

U

Y& |  BUENAS PRACTICAS, AYUDA Y RECURSOS

DATOS DE |

POLITICAS Y ACCESO |
SERVICIOS DE ABIERTO INVESTIGACION
DIGITAL.CSIC

COPYRIGHT MANDATOS SUBIR
DE ACCESO TRABAJOS A
ABIERTO DIGITAL.CSIC

http://digital.csic.es/dc/recursos.jsp



http://digital.csic.es/dc/recursos.jsp
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Gestion de datos en los servicios de
DIGITAL.CSIC

* Desarrollo de planes de gestion de datos
* Ayuda en el cumplimiento de los datos FAIR

LIBRARIES
SUPPORT

THE ENTIRE * Asignacion de DOI a datasets, software de

RESEARCH

O ittt investigacion, preprints y cuadernos de

managsment

Develop Data Management Plans and support

Help ressarchers to manage their personal

D laboratorio
.ﬁ/ * Promocion de uso de esquemas de metadatos y

(’i\ wm vocabularios controlados

thiroy L@th: of Creative 2. SUPPORTING
Commons |IC‘E|'ISES * Support access to information through portals

i * Gestion, descripcion y publicacion de datos

* Ensure your Ilhrar',' i520ne-stop-shop to
support researchers in all guestions related to
Cipen Soience

;m::e;:,;;;;;:*":,::z;:i“  Promocion de licencias abiertas (Creative
iy . ,_2,} Commons, Open Data Commons..)

generation metrics
Advance the adoption of
next-generation metrics

| ¢ Asesoramiento en la gestion de datos
& im?ir?mii‘i*?“‘“ml! e personales/ sensibles

+ Provide training in managing datasets.in

4, PUBLISHING programming languages, support in statistics
and inusing high computing pawer

™ Dospmmancare  Formacion a bibliotecas e investigadores

# Provide training in Open Access publishing Repositenies for publications and data
and the requirements of publishers aontologies and other tools to describe
a content

e Agregacion de recursos en infraestructuras
LIBER Open Science Roadmap . . . . 7
https://zenodo.org/record/1303002 abiertas de investigacion (p.e, EOSC)



https://zenodo.org/record/1303002
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Encuesta DIGITAL.CSIC a los investigadores CSIC

Area de investigacion

Biologia y Biomadicina

-

5%
Ciencia y Tecnologia de Alimentos 6%

Ciencia y Tecnologia de Materiales

12%
12%

Ciencia v Tecnologias Fisicas

Ciencia y Tecnologias Quimicas

8%

Ciencias Agrarias

Humanidades y Ciencias Sociales

Recursos Naturales 15%

EENTT «

(2013)

>

[
o

*

I
G
%

¢ Qué tamano de datos digitales esta generando/

manteniendo en la actualidad?

<1GR

1-50 GB
50 - 100 GB |

100 - bOL GB

500 GR -1 TR
1-50TB L1/
50-100TB 0%

>100TB 0%
0 14 28 42 5 70

* %

84

¢ Como son los datos puros que produce
en sus proyectos de investigacion?

Observacionales *

Referenciales

Derivados ¥

Simulados
Otro l 1%

0 37 74 111 148 185

¢ Qué formato tienen los datos?

Generados sutomaticamenie
Recogides con sanscres / otros inslrumentcs 15%
Iméganas, escanaados, rayos X *
Sitios Wed - 3%
Fickeros Ward

Ficharos audio . 1%

Fcheras video

Datos resultantes de trabajo de campo 7%

Notas da labaratorio

-,
/0
10% *
Corpus textual l1 %

Docimenss o wormes ) ¢

nlomes cinicos I 0%

Oflre . 2%

0 29 58 a7 116 145 174

Fotos



http://digital.csic.es/bitstream/10261/92404/3/encuesta_DC_datos_investigacion_CSIC.pdf

Arrangue y evolucién

Politica de gestion Directrices Revision
de datos publicada generalesy importante en
en 2014 multidisciplinares marcha

Plantilla para describir datos

Criterios de aceptacion de .
y recomendaciones

datos Mandato de acceso abiertoy

Gestion de copyright y datos en abril 2019

Aceptacion, preservacion y ’ < d
icencias de uso

conversion de formatos

Data Seal of Approval en
2015

Actividades formativas . .
presenciales y online para AR OISk

bibliotecas e investigadores 2016
CSIC desde 2015 Apoyo en la preparacion de

planes de gestion de datos
desde 2017

Revision de la politica en
curso
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Primeros datasets en 2010

sobre niveles de sequia en
el mundo

Datasets que estan asociados a
articulos de revistas con una politica

11.738 items en DIGITAL.CSIC son de datos y/o a proyectos H2020

datasets (en dc.type), de los qu Y,
algo mas de 8.300 estan en ac ~
abierto
Datasets que no estan

En colecciones de institut necesariamente vinculados como
Ciencias Agrarias, Recur “underlying data” a publicaciones
Naturales, Humanidad J
Biologia/Biomedicina N

Datasets, en su mayoria
imagenes/dibujos/videos, que son
resultado de proyectos de
investigacion de muy largo recorrido

Marinas principalm

J

INVESTIGACION EN
DIGITAL.CSIC

NACION DE DOIS
H I i
o


https://digital.csic.es/simple-search?location=&query=speibase&filtername=itemtype&filtertype=equals&filterquery=Dataset&rpp=50&sort_by=score&order=desc
https://digital.csic.es/simple-search?location=&query=speibase&filtername=itemtype&filtertype=equals&filterquery=Dataset&rpp=50&sort_by=score&order=desc
https://digital.csic.es/simple-search?location=&query=speibase&filtername=itemtype&filtertype=equals&filterquery=Dataset&rpp=50&sort_by=score&order=desc

¢Qué tipologias en DIGITAL.CSIC pueden tener
tratamiento de datos de investigacion?

Tipologias N° registros ,
lgrttjircnul.lltr]]icaciﬁn de cangreso 11058..?’23905 Ademas de Ios datos
observacionales,
R experimentales, puros los
L siguientes:
%lszc?tt;ddepatente EEEE ° Video Cientllfico
e r * Imagenes de caracter
El;et:r%trl]tn?déddico Eg% C i e nt Ilfi CO
?:;EZa bibliografica ;ii P M a pa S
oies - * Resultados de encuestas
e * Resultados de trabajo de
T B campo
Panmea : * Entrevistas
« Datos de excavaciones
: arqueologicas
E * ¢Qué mas?
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Glosary Spanish-English

Translated by

Or. Neda Bezerra,

Geographically-Integrated History Laboratory,
Idaho State University, USA.

Glossary for the table ACCIONES
- Acaban de pagar el prestamo - They have just paid the loan.

- A cuenta y riesgo de Francisco de Huivela — On account and risk of
Francisco de Huivela.

delos

Accused of charging more than 300,000 ducados (Spanish currency at the
time) of "palta permitidos.” (1 cannot transiate “palta permitidos)

Advancement of money from Amsterdam to pay the cosigner

- Agents of prise (b

Algodén - Cotton.

Al je bdiz - Storage of merchs Cadiz

Amirica desde otra frontara.../Crespo Solana, A. p.1 ~ America from
another border.../Crisp sunny Spot, A. p. 1.

Detained by
Barbanegra before arriving at its destination.




¢ DAnde estan los datasets de
Biomedicina del CSIC?

dataﬁ/lED

BETA version

About Feedback Web API Submit

‘ ksic Q
@ Search for data set @ Search for repository Advanced Search  help
csic
Displaying 25 of 25 results for "esic” 100 Per Page ~
Data Types Results by year
First - = Send To
O Gene Expression (15) il B bl e
O Unspecified (7)
O Omics Data (3) O Institut Biologia Evolutiva (CSIC-UPF) (=)
ID: EGAQD0000000328
Date Released:
Repositories Description: EGA Orgainisation EGA000000000328
O ArrayExpress (15) [T Institut de Biologia Evolutiva (CSIC-UPF)
OFigshare (5) ID: EGAOD00D0000331
O OmiesDI (3) Date Released:
O BioProject (2) Description: EGA Orgainisation EGAO00000000331 I I I
[ Pseudomonas putida BIRD-1 : Pseudomonas putida BIRD-1 genome J I =
Accessibility sequencing project. (2522
1D: PRUNAS54033
O Download (25) Keywords: Genome sequencing Word Cloud
Access Type: download
dataset d Estacion Experimental del Zaidin (CSIC) Granada, Spain. genérar
o ) . ¥ § ) compartir cientificos
Authorization Pseudomonas putida BIRD-1 is a metabollically versatile plant-growth promoting i o
thizobacteria, which is commer... cc Sblb|IOMEtFICOS
O None (25) aneca _adencias

[T Transcription profiling of Salmonella enteritidisto determine the effect of the
absence of GGDEF proteins on the transcriptional pattern [ nes

0 cientifica

; 2
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biomedica! and heslthCare Data Discovery ndex ccosystem [ CADDIE

b
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Protein Data Bank
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MARING CEOBCIENCE DAZA SYSTIM
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http://digital.csic.es/bitstream/10261/92404/3/encuesta_DC_datos_investigacion_CSIC.pdf

Principales motivaciones para

depositar datos de investigacidon en
DIGITAL.CSIC

Publicacion de Cumplimiento de
datos de Asignacion de DOls politicas de datos
investigacion de revistas

Cumplimiento de Almacenamientoy
politicas de descripcion de
agencias datasets segun
financiadoras estandares

re2dataorg o

REGISTRY OF RESEARCH DATA REPOSITORIES D a t bs ) C | te
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Vias de carga de datos en DIGITAL.CSIC

CARGAS AUTOMATIZADAS

e Gestionadas por la Oficina Técnica del repositorio
e Importacion masiva de metadatos y ficheros

e Labor previa de organizacion de los objetos digitales, redenominacion de
ficheros y de mapeos de metadatos, habitualmente larga

e Esencial la colaboracion de los productores de datos

CARGAS MANUALES

e Por la Oficina Técnica del repositorio, bibliotecas CSIC e investigadores
e En general, son datasets (1 o mas ficheros) en 1 solo item

e No hay limite en la dimensién de los ficheros, suelen ocupar pocos kB/GB



Descripcion de datasets segun estandares

csic | DIGITAL.CSIC T
Datasets: plantilla normalizada para la descripcion de registros en DIGITAL.CSIC ° La p I a N ti I I a S e b a S a e N e |

Oficina Técnica de DIGITAL.CSIC
13/02/2019

.
L= descripcidn recomendada para datos de investigacion debe ser en inglés si es posible e incluye los siguientes e S q u e I ' l a e D u I n C O r e

=spectos:
# (Contexto, descripcion del proyecio y propdsito de |a investigacion, metodologia utilizada
# Naturaleza de los datos, historia de los datos, contenido y estructura, terminologiz, software, fecha de

L] L]
creacién y fechas de 3 ¥ partici
* Formatos de ficheras, estructura y nemenclaturs de los ficheros

® Aspectos legales, politicas de acceso y seguridad

[ [
Lz descripcién de los datos debe ser lo suficientemante completa como para poder responder las siguientes
preguntas, si no, su utilidad para otros investigadores es relativa: eX e I l S I O I | e S e a a I e

£Quignes han producido los datas?
£Es el titulo lo suficientements especifica?

Por qué han sido creados los dotos? ° .
&Qué limitacianes tienen los datas (por ejemple, datas confidendiales han sido eliminodos)?
£Como deben interpretarse los datos ? ,

¢éHaylogunas en los dates o dan una visidn completa del tema estudiado?
2Qué procesos han generad los datos?

£Que miden ias datos en las columnas de los ficheros? L [ o 7/
:Qué software s necesaria para poder leer los datos?
£0omo deben citarse los datos?

:Pueden reutilizarse los datos? ¢ Qué licencia de uso tisnen asignada?®
£Existen mas versianes de los dotos? ¢ Donde?
:5e han definide los términos técnicas y acrénimos a los que hocen referencia los datos?

/’
£5ehan i oz, ¥ Agicos de los dotos?
£Las palabras chave son suficientemente especificas @ los datos? ¢ 5e bosan en aigin tesguro? y O rl I Ia O e S a n a r e

£Cmo se llama &l proyecto de investigacian en que se encuadran los datos?
£Quién ha finandada la produccion v la gestidn de los datos?

(] o 7/
Ademis, 1z politica de datos de DIGITAL.CSIC recomiznda a sus autares Iz generacion de un fichers tet read. me con C I t a C I O n e I O | t C E 1 1

e Marca un minimo comun
———— denominador para la
T descripcion de datasets

Nombres de los autores de los datos.

Dehan citarse en campos independizntes todos los autares en el orden en que aparecen. En |a generacién y e ° e °
Eestion de datos cientificos pueden estar involucrados distintos tipos de autores y todos deben ser reconocidos en e ‘ I l a q I I I e r I S ‘ I p I I I a

&l registro.

http://digital.csic.es/handle/10261/81323

tica de dat C antes de describir y

Se recomiends ver Bu = =
depositar un conjunto de datas en el repositorio

AUTORES

METADATO DUBLIN
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Exportacion en formato DataCite

<?xml version="'1.0' encoding="'utf-8'?>

<resource xmlns="http://datacite.org/schema/kernel-4"
xmlns:xsi="http://www.w3.0rg/2001/XMLSchema-instance"
xsi:schemalocation="http://datacite.org/schema/kernel-4
http://schema.datacite.org/meta/kernel-4.1/metadata.xsd">

<creators>
<creator>
<creatorName>Marzan, Ignacio</creatorName>
SIC / Recursos Naturales / Instituto de Ciencias de la Tierra Jaume Almera (ICTJA) / (ICTJA) Cenjuntos de datos <creator>
English espaiol <creatorName>Marti, David</creatorName>
Por favor, use este identificador para citar o enlazar a este item: http://hdl.handle.net/10261/179856 </Creat0r>
<creator>
(co) SHARE BSBASE g9 Mondeley <creatorName>Torné, Montserrat</creatorName>
7 F2] Ver citas en Google académico B OA' :‘ </creator>
Visualizar otros formatos: MARC | Dublin Core | RDF | ORE | MODS | METS | DIDL Comparte tu historia
| Exportar a otros formatos:  DataCite = n I de Acceso Abierta <creator>
<creatorName>Ruiz Fernandez, Mario</creatorName>
Titulo High resolution seismic characterization of the shallow subsurface of the Loranca Basin (Spain): high resolution
3D </creator>
Autor. Marzan, Ignacio; Marti. David @=itsi &; Tomé. Montserrat @kitsl & Ruiz Femandez, Mario &; Carbonell, Ramén s=irs & <creator>
Palabras Seismic:Active:MCS-3D 2
e Digtalseg <creatorName>Carbonell, Ramdn</creatorName>
SEGY
Seismic-Velacity </creator>
Seismometer_SingleFrequency
SeismicSource_Accelerated weight drop reators>
Fecha de 30-ene-2014 H H B .
publieacion <publicationYear>2014</publicationYear>
Editor DIGITAL CSIC <dates>
Citacion: Marzén, Ignacio; Marti. David; Torné, Montserrat: Ruiz Fernandez, Mario: Carbonell, Ramdn. High resolution seismic characterization of the shallow =" n = -
subsurface of the Loranca Basin (Spain): high resolution 3D. 2014. DIGITAL.CSIC. http://dx.doi.org/10.20350/digital CSIC/8636 <date dateType ISSUed >2014 01 30</date>
A high-resolution seismic survey was acquired ta obtain a full 3-D P-wave seismic velocity image of the Zancara river basin (eastern Spain). The </dates>
study area consists of lutites and gypsum from a Neogene sedimentary sequence. The project also targeted the geametry of the underground structure with "
emphasis on defining the lithological contacts but also the presence of cavities and faults or fractures. An extensive dilling campaign provided uniquely tight <alternateldentifiers>
constraints on the lithology: these included core samples and wireline geaphysical measurements. The analysis of the well log data enabled the accurate
definition of the lithological boundaries and provided an estimate of the seismic velocity ranges associated with each lithology. The final joint interpreted <a|ternate|dentifier
image reveals a wedge-shaped structure consisting of four different lithological units. The study features the necessary key elements to test the travel time . .
tomographic inversion approach for the high-resolution characterization of the shallow surface. In this methodological validation test, travel-t f aIternateldent|f|erType="Hand|e">http://hd|.hand|e.net/10261/179856</aIternateldentlfler
demanstrated ta be a pawerful toal with a relatively high capacity for imaging in detail the lithological contrasts of evaporitic sequences located at very
>

Por defecto, los registros bibliograficos de </alternateldentifiers>

<descriptions>

D I G |TA LCS I C se ge neran SOb re el <description descriptionType="0ther">The data acquisition contract was awarded to
. . ENRESA and took place in January 2014. Seismic data was successfully collected in the
esq uema D u bl N CO re Cu a I |f| Ca d (0] Zancara river basin (Cuenca, Spain). This is a high-resolution seismic tomography survey to
obtain a full 3-D P-wave seismic velocity image of the studied area. A regular and dense grid
of 676 shots and 1200 receivers was used to image a 500 m x 500 m area of the shallow
surface A 240-channel svstem and a seismic source. consistine of an accelerated weicht
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publicacion

Editor:
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Dataset from PRE-SWOT multi-platform experiment

Mesoscale and sub-mesescale vertical exchanges from mulii-platform experiments and supporting medeling simulations: anticipating SWOT launch (PRE-SWOT)

Pascual, Ananda (eI, Barcelg-Llull, Barbara eiils); Cutolo, Eugenio; Diaz-Barroso, Lara; Allen, John T.; Sanchez-Romén, Antonio; Alou-Font, Eva; Antich-Homar,
Helena; Carbonero, Andrea; Casas, Benjamis Charcos, Miguel; Cyr, Frederic; Doglioli, Andrea I.; Fernandez, Juan Gabriel, Gémez Navarro, L.; Mufioz, Cristian;
Rogue, David E1lel &; Ruiz, Inmaculada; Ruiz, Simbn lILs}; Ser-Giacomi, Enrico @ITe; Torner, Marc

In situ data
¢

ADCP

Drifiers

Gliders

Physical aceanography
Water samples
Biogeochemistry
Dataset

208

CSIC-UIB - Instituto Mediterraneo de Estudios Avanzados (IMEDEA)

Pascual, Ananda ; Barcels-Liul, Barbara ; Cutolo, Eugenio; Diaz-Barroso, Lara; Allen, John T; Sanchez-Roman, Antonio; Alou-Font, Eva; Antich-Homar, Helena;
Carbonero, Andrea; Casas, Benjamin ; Charcos, Wiguel, Cyr, Frederic; Doglioli, Andrea M.; Ferndndez, Juan Gabriel, Gomez Navarro, L; Mufioz, Cristian; Rogque, David

Ruiz, Inmaculada; Ruiz, Simén ; Ser-Giacomi, Enrico ; Terner, Marc; 2019; “Dataset from PRE-SWOT mutti-platform experiment”; DIGITAL CSIC; hitp://dx doiorg
110.20350/digitalCSIC/E640

The PRE-SWOT experiment was conducted onboard R/ Garcia del Cid between 5 and 17 May 2018 in the southem region of the Balearic Isiands (western
Mediterranean Sea). PRE-SWOT aimed at anticipating the daily high-resolution 2D SSH fields that Surface Water & Ocean Topography (SWOT) will provide during the:
fast sampling phase after launch in selected areas of the global ocean. This experiment is a contribution to the preparatory SWOT calival activities and was
coordinated with the PROTEUS-SWOT cruise (RAV Beautemps-Beaupre). The PRE-SWOT project (CTH2(16-78507-F) is funded by the Spanish Research Agency and
the European Regional Development Fund (AEVFEDER, UE).

This dataset includes published and unpublished in-situ data collected during the PRE-SWOT mutti-platform experiment. For details se< readme file and cruise report
(hdLhandle.neti 102611172644 dx.doi org/0.20350idigitalCSIC/3584).

hitp:ihdl.handle.net/10261/152615

hitp:Hcx.doi org/10.20350/digitalC SIC/B640

Referencias

Barceld-Liull, Barbara ; Pascual, Ananda ; Dis-Barroso, Lara; Sanchez-Roman, Antonio; Casas, Benjamin ; Mufioz, Cristian; Torner, Marc; Alou-Font, Eva; Cutalo,
Eugenio; Mourre, Baptiste ; Allen, John T.; Aulicing, G.; Cabornero, Andrea; Calafat, Noemi: Caps, Este; Cotroneo, ¥.; Cyr, Frederic; Doglioli, Andrea M.; D'Ovidio, F.;

Dumas, Franck; Fernandez, Juan Gabriel; Gomez Navarro, L ; Gregori, Gérald; Hemnandez-Lasheras, Jaime; Mahadevan, Alama; Mason, Evan ; Miralles, Albert, Rogue,

David ; Rubio, Manuel; Ruiz, Inmaculsda; Ruiz, Simén ; Ser-Giacomi, Enrico ; Toomey, Tim. PRE-SWOT Cruise Reporl. Mesoscale and sub-mesoscale vertical
exchanges from multi-platform experiments and supporting modeling simulations: anticipating SWOT launch (CTM2016-78607-P). htp:idlhandle.net/10261/172644
hitpitx. 40i0rg/10.20350/digRaICSICIBS84

Ruiz, I, Mufioz, C., Sebastian, K., Lora, 5. {2013). SOCIB QC procedures (Version 1.5). Balearic Islands Coastal Observing and Forecasting System, SOCIE
hitps:Aidoi org/10.25704/q4zs tspv

DataCite DOI Fabrica

Register and manage DOIs and metadata.

DataCite DOI Fabrica is the one place for you to create and find, connect and track every single DOI from your
organization. DOI Fabrica replaces the DataCite Metadata Store (MDS) web frontend and complements the M

and EZ

APL. DOI Fabrica includes all the functionalities needed to manage clients, prefixes, DOls and their metadata. Going

DS

forward, the service will provide stats, checks and reports. Please sign in to use the service.

i =

Clients Prefixes DOIs
Use DOI Fabrica to
manage your prefixes.

DOl registration providers, Register and manage DOIs

use DOI Fabrica to manage and their metadata

your clients. through DOI Fabrica.

La creacion del DOI es posterior a la subida del

dataset en DIGITAL.CSIC
Se asigna DOl a los items que llevan
determinados valores en dc.type

Con la asignacion del DOI se pueden
explotar diversos servicios de valor
anadido, como:

-Agregacion en el buscador DataCite
-DataCite Event Data service
-Alimentacion de ORCIDs
-Exportacion en diversos estilos



Licencias en datasets de DIGITAL.CSIC

. . : e CCBY 4.0
Licencl reativ
ceCc as Creative . CCBY NCSA
ommons e CCBY SA

) . e Para datasets de
e W | Licenclas O ben estructura compleja

Data Commons Eiemplo

Licencia estandar ° Acceso gratuito a los
datasets para uso

de DIGITAL.CSIC personal/investigacion



https://digital.csic.es/handle/10261/103342

Centro de Biologia Molecular Severo
choa

GEO is a public functional genomics data repository supporting
MIAME-compliant data submissions. Array- and sequence-based
data are accepted.

[HOME | SEARCH | SITE WaF | GEO Publications FAQ MIAME Email GEO

DIGITAL.CSIC NCEI > GEQ > Accession Display @ Mot logged in | Login &

Titulo: } 2018 CIC Samples KCNQ2 exon 7 partial duplication fastq files
Scope: | Seif : Format: | HTML : Amount: | Quick GECQ accession: E
Autor Lazo, Pedro A. WiSIl® & Garcia-Hemandez, Jusn L; Gomez-Puertas, Pauino WE3[8 &; Marcos-Alcalde, ffigo [silsy; Arjona, César; Vilarroel, Alvaro; Gonzalez-
Sarmiento, Rogelio 4EITe &; Fons, Carmen
Palabras Dystonia Series GSE122584 Query DataSets for GSEL22584
clave: Epilepsy Status Public on May 22, 2019
Neurodevelopmental delay Title Phenotypic cooperation of a KCNQZ exon 7 partial duplication and
Kchaz compound copy number variations in genes associated to a3
Cchv severe epileptic and neurodevelopmental delay
Fecha de sep-2018 Organism Homo sapiens
publicacion Experiment type Genome variation profiling by SNP array
Summary A G-year-old boy, second son of healthy parents affected with
Editor: DIGTAL.CSIC i i . . 7
epileptic encephalopathy of neonatal onset. Pregnancy with
Citacion: Lazo, Pedro A.; Garcia-Hernandez, Juan L.; Gomez Puertas, Pauiino; Marcos-Alcalde, fiigo; Arjona, César; Vilarroel, Alvaro; Gonzélez-Sarmiento, Rogelio; Fons, gie:::t':galhg'j::ef: IEiOF;'t"":‘I:d ":‘::E‘f_"f:d D:I'i‘;i'g'e‘:“o;"":‘:n”::i"sl'
Carmen; 2018; 2018 CIC Samples KCNQ2 exon 7 partial duplication fastq files [Dataset]", DIGITAL.CSIC; hitp:/idx.doi.org/10.20350/digitalCSIC/8569 B N B P N B N ¥ i
generalized hypertonia, and tonic asymmetric postures followed
Descripcidn: Complex neurodevelopmental syndromes in newborns frequently have an unknown etiology, in which genetic factors play a pathogenic role. We have studied a famity by apnea. \.f|deo-.EEG at 5 days 0!: life showed bilateral and
_ . . L asynchronous spike-and-wave. Seizures were refractory to
with an affected child presenting since birth epilepticlie crisis combined with severe neuromotor and developmental delay, dystonia, and hyper-excitabilty of ? . = .
. . . phencbarbital but were controlled with phenytoin. Since 3 months
unknown origin. Genomic studies by Whols-sxome sequencing (WES) were performed in the four members of the family. In the patient, WES detected a de novo in- - K °
. of age, he presented with startle episodes without EEG correlate
frame duplication of thirty-three nucleotides within exon seven of KCNQ2 (potassium M-channel). This insertion resutts in the duplication of the first twelve aminoacids. s N N
. N related to the wake and sleep transition together with dystonic
of the calmodulin binding site |, which impairs its regulation by calcium. The dataset includes the WES raw sequence reads (fastq format) of the four family members: " - _
N postures.  One  month  later,  epileptic spasms  without
mother, father, daughter and son (patient). 8 X
hypsarrhythmia were observed. No response to levetiracetam and
URE: http:/ihdl handle. et 02611170405 :va.h.:rou: EFId but stopped after Iacosamn?le {LCS) 't:reatn'!ent was
initiated (11 months of age). Metabolic tests (including CSF
Dol hitp:fidx doi org/1 0. 20350/digHalCSIC/AS69 studies), karyotype, and brain MRI were normal. Epileptic
encephalopathy gene panel was negative including hyperekplexia
Referencias Lazo, Pedro A Garcia-Hernandez, Juan L., Gémez Puertas, Paulino: Marcos-Alcalde, fiigo; Arjona, César; Villarroel, Alvaro; Gonzélez-Sarmients, Rogelio; Fons, related genes. Progressive increase of TSH was treated with oral
Carmen. Phenotypic cooperation of a KCNQ2 exon 7 partial duplication and compound copy number variations in genes associated to a severe epileptic and L-t4. At 20 months he presented recurrence of spasms that were
neurodevelopmental delay: controlled  with LCS5 dose adjustment. V-EEG: abnormal
background activity and paroxysmal multifocal discharges that
Apareceenlas  (CBM) Conjuntos de datos showed activation and generalization during sleep. After several
colecciones: years of good seizure control, LCS was discontinued. He suffered
from decompensation of seizures with febrile viral infection and at
5 years of age he presented startle episodes associated to
Ficheros en este item: auditory stimulus without EEG correlate, but during sleep, he
presented epileptic spasms with EEG correlate. Treatment with
Fichero Descripcién Tamaiio Formato vigabatrine was initiated with a clinical and EEG improvement. At
physical exam he presents sewvere axial hypotonia without head
2018_CIC_Sample_MOTHER_1.fastq.gz 437 GB Unknown control. Hypertonia of 4 limbs with dystonic movements of upper
limbs. No hand use and is not able to sit or crawl. MNo
2018_C10_Sample_MOTHER, 2 fasta oz 43408 Unknown developme.nt of expressive Ianguage.GMF.CS:_ V. No develo.pment
of expressive language. Last v-EEG monitoring showed bilateral
polyspike discharges and clinical spasms in polygraph recording
2018_CIC_Sampls_FATHER_1 fastq.oz 416 GB Unknown without any clear EEG correlate. Wheole exome sequencing was

performed and partial exon 7 duplication, heterozygous variant,

in KCNQ2 was found. aCGH study detected several CNV in genes
associated to neural functions (losses: LRRCS33, PCDHS, NALCHN,
RYR32, ELAVLZ, CDH13, ATP1AZ, SLC17AS, ANOZ. Gains : PCDH19,
TENM1, EFNAS].

Crwerall design A high-density CytoScan® HD Array (Thermo Fisher Scientific, In),
which includes 2.67 million markers for copy number [CN)
analysis, 730,000 SMP probes and 1.9 millien non-pelymorphic
probes for comprehensive whole-genome coverage was used.
Following hybridization, the laser scanmner (GeneChip® 3000
Scanner) was ysed for scanning the arravs. and the images were
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URI
DOl
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~ Elements of the heterocyst-specific transcriptome unraveled by co-expression analysis in Nestoc sp. PCC 7120
~ [Dataset]

Brenes-Alvarez, Manuel, Mitschke, Jan; Olmedo-Verd, Elvira; Georg, Jens; Hess, Wolfgang R.; Viogque, Agustin e&Irel; Muro-Pastor, Alicia M.
2mg

Manuel Brenes-Alvarez, Jan Mitschke, Elvira Olmedo-Verd, Jens Georg, Wolfgang R. Hess, Agustin Viogue and Alicia M. Muro-Pastor. 2019. Elements of the
heterocyst-specific transcriptome unraveled by co-expression analysis in Nostoc sp. PCC 7120 [Dataset], DIGITAL.CSIC, hitp://dx doi.org10.20350/digitalCSIC/8631

y data file 1 = | WT_hetR_-N_chromesome. pdf. Overview (chremosome) combining log2-nermalized expression values (left y axis) from the
microarray analysis of cultures of wild type and hetR strain subjected to nitrogen deprivation for 0-5-12-24 hours as indicated by coloured lines, with the reads
numbers from the RNA-Seq dataset in (Mitschke, J., Viogue, A, Haas, F, Hess, W.R., and Muro-Pastor, A M. (2011). Dynamics of transcriptional start site selection
during nitrogen stress-induced cell differentiation in Anabaena sp. PCC7120. Proc. Natl. Acad. Sci. USA 108, 20130-20135) (right y axis).

data file 2 _WT_hetR_-N_plasmids.pdf". Overview (six plasmids combined) combining log2-normalized expression values (left y axis)
from the microarray analysis of cultures of wild type and hetR strain subjected to nitrogen deprivation for 0-5-12-24 hours as indicated by coloured lines, with the
reads numbers from the RNA-Seq dataset in (Mitschke, J., Vioque, A, Haas, F., Hess, W.R., and Muro-Pastor, A.M. (2011). Dynamics of transcriptional start site
selection during nitrogen stress-induced cell differentiation in Anabaena sp. PCC7120. Proc. Natl. Acad. Sci. USA 108, 20130-20135) (right y axis).

data file 3 = lot_WT_+N_-N_chromosome.pdf". Overview (chromosome) combining log2-normalized expression values (left y axis) from the
microarray analysis of cultures of wild type at 0 and 8 h after nitrogen depletion and at 0 and 8 h after NH4 addition as indicated by coloured lines, with the reads
numbers from the RNA-Seq dataset in (Mitschke, J., Viogue, A, Haas, F, Hess, W.R., and Muro-Pastor, A M. (2011). Dynamics of transcriptional start site selection
during nitrogen stress-induced cell differentiation in Anabaena sp. PCC7120. Proc. Natl. Acad. Sci. USA 108, 20130-20135) (right y axis).

data file 4 = L WT_+N_-N_plasmids.pdf". Overview (six plasmids combined) combining log2-normalized expression values (left y axis) from
the microarray analysis of cultures of wild type at 0 and & h after nitrogen depletion and at 0 and & h after NH4 addition as indicated by coloured lines, with the reads
numbers from the RNA-Seq dataset in (Mitschke, J., Vioque, A, Haas, F, Hess, WR., and Muro-Pastor, A W. (2011). Dynamics of transcriptional start site selection
during nitrogen stress-induced cell differentiation in Anabaena sp. PCC7120. Proc. Natl. Acad. Sci. USA 108, 20130-20135) (right y axis).
Supplementary data file 5 “Co-expression network™. Cytoscape (www.cytoscape.org) file corresponding to the co-expression network constructed.

http:/hdl.handle.net/10261/179430
hitp:/idx. doi.org/10.20350/digitalC SIC/3531

(IBVF) Conjuntos de datos

Ficheros en este item:

Descripcion Tamaiio Formato

Data_file_1_genomeplot_WT_hetR_-N_chromosome.pdf 128,76 MB Adobe PDF

e
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Summary

Nitrogen is frequently limiting microbial growth in the
environment. As a response, many filamentous cyano-
bacteria differentiate heterocysts, cells devoted to N,
fixation. Heterocyst differentiation is under the control
of the master regulator HetR. Through the characteriza-
tion of the HetR-dependent transcriptome in Nostoc
sp. PCC 7120, we identified the new candidate genes
likely involved in helerocyst differentiation. According
1o their maximum induction, we defined E-DIF (early in

and L-DIF (late in genes.
Most of the genes known to be involved in the critical
aspects of heterocyst differentiation or function were
also classified into these groups, showing the validity
of the approach. Using fusions 1o gfp, we verified the
heterocyst-specific transcription of several of the found
genes, antisense transcripts and potentially trans-

alysis

in Nostoc

The elements identified here are of interest for under-
standing cell differentiation, engineering of biological
nitrogen fixation or production of Or-sensitive mole-
cules in cyanobacteria.

Introduction

In the absence of combined nitrogen sources, many fila-
menious cyanobacteria, including Nostoc sp. PCC 7120
(aka. Anabaena sp. PCG 7120) the model organism used
in this work, differentiate a one-dimensional pattern of spe-
cialized cels called heterocysts, that are devoted 10 the fix-
ation of atmospheric nitrogen (N) (Muro-Pastor and Hess,
2012). Heterocyst differentiation relies on a transcriptional
program that is exclusive of the cells becoming heterocysts
(Flaherty et al., 2011; Mitschke et al., 2011; Flores et al.,
2018). Major landmarks of the process include the
soquential synthesis and doposition of specific hetorocyst
envelopes as well as the synthesis and maturation of nitro-
genase, the enzymatic complex for Ny fxation. In parallel,
precise coordination between the nitrogen-fixing hetero-
cysts and vegetative cells becomes established because
these two cell types depend on each cther in order o sus-
tain growth of the filament as a whole. Growth at the
expense of N involves not only the momphalogical and
metabolic transtormation of sclected vegetative colls to
bocome heterocysts, but also the precise regulation of the
pattem and timing of difforentiation (Flores and Heroro,
2010). Thus, a high number of different reguiatory faciors
can be expected to be involved in these processes.

ugh
of promoter regions, we noliced the prevalence of the

Ciassical involving transposon or chemical
mutagenesis followed by screening for Fox  mutants,
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