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Peroxisome proliferator activated receptor y co-activator 1o (PGC-1a) is a regulator of mitochondrial
metabolism and reactive oxygen species (ROS) that is known to play a relevant role in angiogenesis.
Aims: This study aims to investigate the role of ROS on the regulation by PGC-1x of angiogenesis.
Methods and results: We found that endothelial cells (ECs) from mice deleted for PGC-1a display atte-
nuated adhesion to the extracellular matrix, together with slower and reversible spreading. Structural
analysis demonstrates unstable formation of focal adhesions, defective cytoskeleton reorganization in
response to cellular matrix adhesion, cell migration and cell-cell adhesion. Confluent cultures showed
also a reduction of membrane bound VE-cadherin, suggesting defective inter-cellular junction formation.
Functional consequences included impaired directional migration, and enhanced tip phenotype in aortic
explants sprouting assays. At the molecular level, PGC-1a-deleted ECs exhibit a constitutive activation of
the vascular endothelial growth factor-A (VEGF-A) signaling pathway and a defective response to VEGF-
A. All these alterations are partially reversed by administration of the antioxidant EUK-189. The con-
tribution of mitochondrial ROS and NOX activation was confirmed using a mitochondrial targeted an-
tioxidant (MitoTEMPO) and a NOX inhibitor (VAS-2870). These results indicate that elevated production
of ROS in the absence of PGC-1« is a key factor in the alteration of the VEGF-A signaling pathway and the
capacity of endothelial cells to form stable interactions with other endothelial cells and with the ex-
tracellular matrix. Our findings show that PGC-1a control of ROS homeostasis plays an important role in

the control of endothelial response to VEGF-A.

© 2016 Elsevier Inc. All rights reserved.

1. Introduction

While caloric restriction boost in the organism the use of mi-
tochondria as a source of ATP, overfeeding tends to decrease the
use of mitochondria as a source of ATP and leads to a pre-
ponderance of anaerobic glycolysis in a variety of tissues [1,2]. This
decrease in mitochondrial function is mediated by the down-
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regulation and functional inactivation of key metabolic regulators
like the transcriptional coactivator Peroxisome proliferator-acti-
vated receptor gamma coactivator-1-alpha (PGC-1a) [3,4], a mas-
ter regulator of genes involved in oxidative metabolism. Loss of
PGC-1a activity results in an increase of mitochondrial-derived
reactive oxygen species (ROS) [5], and elevated ROS levels (oxi-
dative stress) have been found in the majority of vascular com-
plications associated with metabolic disorders.

The importance of protecting the body from the most common
metabolic disorders, including obesity and type 2 diabetes cannot
be overstated, and their prevalence continues to increase yearly
and World-wide. Dysfunctions of the human vascular tree are the
major source of morbidity and mortality. Generally, the damaging
effects can be separated into macrovascular (coronary artery dis-
ease, peripheral arterial disease, and stroke) and microvascular
(nephropathy, neuropathy, and retinopathy) injury [6]. Diabetic
retinopathy is one of the most common microvascular complica-
tions of diabetes, and is a leading cause of ~10,000 new cases of
blindness every year in the United States alone [7].
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Reduced mitochondrial activity has been amply reported as a
hallmark of type 2 diabetes [8,9] and reduced activity of PGC-1x in
diabetic subjects has been show in several tissues including the
skeletal muscle [2]. However, elevated mRNA levels of PGC-1a
have been found in the liver of type 2 diabetic subjects and it has
been proposed that elevated PGC-1a in diabetic subjects increases
gluconeogenesis pointing to a putative detrimental role of PGC-1a
in type 2 diabetes. More recently, it has also been proposed that
PGC-1« activation in the retina may be involved in type 2 diabetic
retinopathy, through the induction of VEGF-A levels [10,11].

Previous results from our group showed that PGC-1o was
present in vascular endothelial cells (ECs), and its levels were re-
duced by hyperglycemia. Furthermore, PGC-1a could coordinate
ECs oxidative metabolism and antioxidant capacity [12], suggest-
ing that PGC-1a could play a key role in the physiology of the
vascular endothelium. ROS (i.e. hydrogen peroxide) are acknowl-
edged as important signaling mediators regulating cell prolifera-
tion and migration [13]. Additional studies from our laboratory
showed that, at least in vitro, PGC-1a was a negative regulator of
EC migration indicating that PGC-1a activity could be important
for the control of vascular stability and angiogenesis. Accordingly,
in response to angiogenesis mediators, PI3K-AKT activation re-
sulted in the down-regulation of PGC-1a leading to increased
mitochondrial ROS levels (oxygen superoxide and hydrogen per-
oxide) and enhanced EC migration [14]. More recently, it has been
shown that PGC-1a deficient mice show defective induction of
VEGF-A in response to ischemia and impaired angiogenesis
[15,16]. However, the molecular mechanisms involved, other than
altered endothelial cell migration were largely unknown. Im-
portantly, hydrogen peroxide is increasingly recognized as a reg-
ulator of VEGF-A signaling [17,18]. Since VEGF-A activity is a cru-
cial factor in the regulation of endothelial motility and interaction
with other cells and with the basal membrane. In this study we
aimed to characterize the role of PGC-1a as a regulator of ROS
homeostasis in the control of endothelial adhesion dynamics and
VEGF-A signaling.

We found that ECs deleted for PGC-1a had a reduced capacity
to interact with each other and with the extracellular matrix, and
were unable to form angiotubes in vitro. Furthermore, PGC-1a
deleted ECs moved faster but in a non-coordinated manner, and
displayed a tip-like phenotype. Importantly, their response to
VEGF-A was impaired. These characteristics would be consistent
with a reduced capacity to form a stable vasculature. Crucially, this
phenotype could be partially rescued by antioxidant treatment,
suggesting that excessive hydrogen peroxide production is likely
to play an important role in vascular stability.

2. Material and methods
2.1. Animal handling

C57BL6 PGC-la*/* and PGC-1oe/~ were used. C57BL/6
PGC-1oc~/~ mice were originally provided by Dr. Bruce Spiegel-
man (Dana-Farber Cancer Institute, Harvard Medical School) and
following embryo transfer, a colony was established at the CNIC
and IIB SPF animal facilities. Animal experimental protocols were
approved by the Institutional Animal Care and Use Committee of
the CNIC (No. PI 19/09) and the CSIC (SAF2012-37693). All proce-
dures conformed to the Declaration of Helsinki and the NIH
guidelines for animal care and use (NIH publication No. 85-23).
Animals were maintained at a constant temperature of 21 + 1 °C
and on a 12-h light-dark cycle. Animal experimental protocols
were approved by the Institutional Animal Care and Use Com-
mittee of the CNIC and the CSIC. All procedures conformed to the
Declaration of Helsinki and the NIH guidelines for animal care and

use (NIH publication No. 85-23). Mice were euthanized by carbon
dioxide inhalation or cervical dislocation.

2.2. Cell culture

Bovine Aortic Endothelial Cells (BAECs) and Mouse Lung En-
dothelial Cells (MLECs) were obtained and cultured as described
[14]. Bovine Aortas were obtained from an authorized slaughter-
house (El Matadero S.C.M., Colmenar Viejo, Madrid, Spain). Ade-
novirus overexpression and infection protocols have been de-
scribed [19].

2.3. Cell-attachment and cell spreading assays

Experiments were performed in triplicate in 96-well plates.
Wells were coated with fibronectin (1 pg/ml, Sigma) or collagen |
(30 pg/ml, INAMEN Biomaterials) and then blocked for 90 min
with 1% heat-denatured BSA in PBS. MLECs were plated at 9 x 10*
cells/well for up to 1 hour, washed, fixed with 3% PFA for 1 min,
permeabilized with 2% methanol for 3 min, stained with 0.5%
crystal violet in 20% methanol for 2 min, washed with water and
examined by brightfield microscopy (Nikon Eclipse 90Ti with ob-
jectives: Plan Fluor 4 x /0.13 Ph1 DL, Plan Fluor 10 x /0.30 Ph1 DLL,
Plan Fluor ELWD 40 x /0.60 Ph2 DH). Cells were classified as
spread if the nucleus and cytoplasmic extensions were
distinguishable.

2.4. Time lapse video imaging of scratch assays

Scratch assays were performed as previously described [14],
and images were taken every 20 min for up to 30 h with a Nikon
Eclipse Ti microscope (objective 4 x ).

2.5. Sprouting angiogenesis on aortic explants
Assays were performed as described [20].
2.6. Immunofluorescence and phalloidin staining

MLECs grown on coverslips were fixed with 3.6% PFA, per-
meabilized with 0.1% Triton X-100, blocked with 2% BSA and then
incubated consecutively with primary antibody (a-p-paxillin or o-
VE-cadherin) and a secondary antibody (aIgG rabbit ALEXA-488
conjugate), or stained with FITC-phalloidin (Molecular Probes) in
PBS for 1 h. Cells were then counterstained with DAPI, mounted
and examined with a confocal microscope (Nikon A1R, objective
40 x ) for VE-cadherin or a TIRF microscope (Leica, objective HCX
Pl Apo 100 x 1.46 Oil) for p-paxilin.

2.7. In vitro endothelial cell tube formation

Assays were performed essentially as described [21]. 96-well
plates were coated with 40 pl of growth factor reduced (GFR) BD
Matrigel per well. MLECs (17,000 cells) resuspended in 100 pl of
tissue culture media with 2% Horse Serum (HS) and containing, as
indicated, 50 ng/ml of VEGF-A, were seeded per well. Images were
taken every 20min for up to 48 h with a Nikon EclipseTi
microscope.

2.8. Vascular endothelial growth factor-A (VEGF-A) treatment

MLECs were grown to confluence in DMEM-F12 medium with
20% FBS. Following overnight serum starvation o/n (0.5% FBS) the
cells were first pre-incubated with 10 pM EUK-189 or 20 pM VAS-
2870 for 2 h, or 10 pM MitoTEMPO for 3 h as indicated and then
incubated with 12.5 ng/ml of VEGF for up to 4 h and harvested.
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Fig. 1. Endothelial cell adhesion and spreading dynamics are regulated by PGC-1a. Wild-type and PGC-1a~/~ MLECs were seeded on plates coated with fibronectin or
collagen I and allowed to adhere for up to 30 min (A) or to spread for up to 2 h (B). Cells were washed, fixed, bright field visualized on a microscope and counted. Left panels
show images from representative experiments. Right panels show the quantifications. Data are means+SD. (*) p < 0.05 vs. control. A (top panel) n=9. A (bottom panel) n=8
and (B) n=6.
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Fig. 2. PGC-1o~/~ MLEC form unstable cell-matrix and cell-cell contacts. (A) Time-lapse bright field video images of live cells that have been allowed to adhere for 1 h.
Images show the dynamics of representative cells at 5 min intervals for 1 h (n=3). (B) Focal adhesion dynamics was analyzed by IF staining of cells with a p-paxillin antibody
and polymerized actin filaments with phalloidin. Focal adhesions were visualized using a TIRF microscope (n=3). (C) Wild-type and PGC-1a~/~ MLECs actin filaments
stained with phalloidin in sub-confluent and confluent MLECs and visualized with a fluorescence microscope (n=3). (D) IF of VE-cadherin of confluent wild-type and
PGC-1a~/~ MLECs on a fibronectin-coated plate. Nuclei were stained with DAPI (n=3). Data are means+SD. (*) p < 0.05 vs. control.
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2.9. Protein extraction and Western blotting

Protein extraction was as previously described [19]. Protein extracts
20-25 pg of were resolved by electrophoresis in 6-12% SDS-PAGE gels,
followed by transfer to PVDF Hybond-P membranes (Amersham
Biosciences) and incubated with specific antibodies against HIF-1a
(#610958, BD Transduction Laboratories), VEGF-A, (VG-1, Santa Cruz),
VEGF-R2 (#55B11, 1:1000), P-VEGFR2 (#2471, 1:1000), NICD (#4147,
1:1000), AKT (#2920) and phosphorylated AKT-Ser*’® (#4060)
(1:2000), all from Cell Signaling Technology”, and P-actin (A 5441,
Sigma). B-actin was used as a loading control.

2.10. Image analysis

Image] software was used to analyze western blots, for global
determination of areas in inmunofluorescent images, and mem-
brane/cytosol ratios of VE-cadherin. In vitro angiogenesis images
were analyzed using the Angiogenesis Analyzer tool for Image ]
developed by Gilles Carpertier.

2.11. Statistics

Data are expressed as means + SD. Statistical significance was
evaluated by analysis of variance or a nonparametric test, as ap-
propriate. Values were considered statistically significant at p
< 0.05. n>3 in all experiments. The number of independent ex-
periments, for each particular experiment, is indicated in the
corresponding figure legends.

3. Results

3.1. PGC-1a enhances endothelial adhesion to the extracellular
matrix

To evaluate the role of PGC-1ox during ECs interaction with the
extracellular matrix (ECM), MLECs obtained from PGC-1oc~/~ and
PGC-1a™/* mice were allowed to adhere to collagen I or fibronectin-
coated slides for 30 min and were subsequently counted. These sub-
strates where selected because they are the most commonly used
substrates for endothelial cells grown in vitro. Compared with wild
type MLEGs, significantly fewer PGC-10.~/~ MLECs adhered to both
fibronectin and collagen I (Fig. 1A, top panel); although adherence of
both was greater to fibronectin than to collagen matrix. To determine
whether PGC-1oc~/~ MLECs adhered more slowly to ECM or with less
stability, a time course analysis using fibronectin was performed, and
attached cells were counted. At 20 min, the number of wild-type
MLECs attached reached a maximum while PGC-1oc~/~ MLECs con-
tinued to adhere after 30 min (Fig. 1A, bottom panel), suggesting that
matrix attachment might be less efficient in PGC-10c™/~ MLECs.

To determine whether the absence of PGC-1a reduced the in-
itial contacts only, or also had an effect on the formation of stable
interactions with the matrix, we evaluated the cell spreading
process by determining the number of attached cells that had
spread 1 h after plating. Results showed that whereas greater than
80% of wild-type MLECs had spread onto the matriX, approxi-
mately 45% of PGC-1oe~/~ MLEC had done so (Fig. 1B), suggesting
that PGC-1a deficiency reduced the formation of stable adhesions.

3.2. Absence of PGC-1a results in unstable adhesion and spreading

To corroborate these results, we monitored the cell adhesion-
spreading process using time-lapse video imaging of cell move-
ments for 1 h after attachment to collagen I matrix. In contrast to
wild-type MLECs, which displayed very limited motility after in-
itial spreading, PGC-1oc~/~ MLECs not only moved faster once

attached, as has been previously described [14], but also showed
incomplete and fully reversible spreading and detachment
(Fig. 2A). Collectively, these results suggest that both the initial
interaction with the matrix and also the formation of stable focal
adhesions may be impaired in PGC-1oa~/~ ECs.

To assess whether PGC-1a regulated the formation of focal adhe-
sions, we next analyzed the focal adhesion complex-component
paxillin. Paxillin is activated and phosphorylated by focal adhesion
kinase (FAK) in response to integrin signaling, resulting in the for-
mation of a focal adhesion complex. However, it must be depho-
sphorylated to allow the stabilization of the focal adhesion, and
therefore can be used to monitor the turnover rate of newly formed
focal adhesions. Analysis of phospo (p)-paxillin in MLECs that had
been allowed to attach for 30 min, revealed that p-paxillin was loca-
lized to the tips of spreading filopoidia in wild-type MLECs (Fig. 2B). In
contrast, PGC-1oc~/~ MLECs displayed intense p-paxillin staining
throughout the cell periphery, suggesting a random and highly active
turnover of focal adhesions. These findings imply that the reduced
adhesion capacity of PGC-1a.~/~ MLECs is not due to an inability to
form focal adhesion complexes but rather might be the consequence
of an excessive FAK activity and high turnover rate [22].

3.3. Defective cytoskeleton dynamics in absence of PGC-1x

Cellular interactions with matrix components triggers stress
fiber-formation of the polymerized actin cytoskeleton. In wild-
type MLECs, F-actin was found concentrated in the extending fi-
lopodia of spreading cells 1 h after plating, and stress fibers were
fully formed 2 h following plating (Fig. 2B). In contrast, MLECs
from PGC-1a~/~ mice exhibited dispersed F-actin foci throughout
the cell periphery, and no stress fibers were detected even after
2 h (Fig. 2B). To determine if this disorganization was a con-
sequence of a deficient cell adhesion process, or could also be
conspicuous in other situations, we analyzed the actin cytoskele-
ton of migrating and confluent cell cultures. Interestingly, while
actin filaments reorganized in wild-type cells, and were about
2.5 x more concentrated in the leading edge than in the retracting
edge, this was barely detectable in PGC-1ac~/~ MLECs (Fig. 2C). In
confluent cultures, actin filaments are normally more con-
centrated in the cellular periphery than in the cytosol. Remarkably,
this difference was more marked in PGC-1a~/~ MLEC, while mean
cytosolic phalloiding stain was lower PGC-1ac~/~ MLEC (Fig. 2C).
These two characteristics could be related to the higher mobility of
these cells. Moreover, PGC-1o.~/~ MLECs were, on average, ap-
proximately 50% larger than wild-type counterparts, possibly a
consequence of actin disorganization (Fig. 2D).

3.4. Endothelial cells show reduced formation of adherens junctions
in absence of PGC-1a

To test whether intercellular junctions were also affected by the
absence of PGC-1a, we analyzed VE-cadherin staining in confluent
cultures. VE-cadherin plays a major role in the organization of in-
tercellular adherens junctions in ECs. PGC-1at~/~ MLECs exhibited a
reduction in VE-cadherin levels relative to wild-type cells; also,
staining was not continuous and gaps could be detected together in
zones where the membranes were not in direct contact despite the
confluence of the culture (Fig. 2D, Supplementary Fig. 1).

3.5. PGC-1a regulates endothelial cell coordination during migration

To assess how these deficiencies could impact on cell migration
processes, we monitored cell motility using in vitro scratch assays
and time-lapse video imaging. Whereas wild-type cells appeared
to stream together as they migrated, we noted that the absence of
PGC-1a resulted not only in an accelerated cell movement as
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Fig. 3. Lack of PGC-1a results in reduced intercellular junction/coordination during migration, and failure to form angiotubes in vitro. (A) Scratch assays of BAECs infected
with the indicated adenovirus to knock-down PGC-1a, and wild-type or PGC-1o~/~ MLECs. The migratory front is highlighted with a white line (n=6). (B) In vitro angiotube
assay on Matrigel using BAECs silenced for PGC-1a (upper panel), and wild-type and PGC-1a~/~ MLECs (lower panel) (n=5). (C) Endothelial cells sprouting from aorta
explants from wild-type and PGC-1a~/~ mice. Bright field images were taken after 5 days, the lower panels show higher magnification images of tip cells from the migratory

edge (n=6). Data are means+SD. (*) p < 0.05 vs. control.

already described [14], but also on a pronounced tendency to
disperse over a larger area (Fig. 3A, lower panel; Supplmentary
Information Video Files). A similar effect was observed in BAECs
upon PGC-1a silencing (Fig. 3A, lower panel; Supplmentary In-
formation Video Files). Fig. 3A shows only one side of the scratch
in order to increase the magnification of the image and therefore
be able to visualize how the cells spread out into the gap. In the
images can be appreciated that cell density is lower when PGC-1a

is absent or reduced. This is not due to differences in confluency,
all cultures were 100% confluent, but is mainly attributable to the
bigger size (about 50%) of PGC-1a deficient cells (Fig. 2D).
Nevertheless, PGC-1a~/~ fully-confluent cultures always show
small gaps between cells (Fig. 2D), these could be attribute to
problems in the formation of cell-cell contacts.

Supplementary material related to this article can be found
online at http://dx.doi.org/10.1016/j.freeradbiomed.2016.01.021.
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Fig. 4. Antioxidant treatment improves in vitro angiotube formation in PGC-1a~/~ MLECs. (A) In vitro angiotube assay on Matrigel using PGC-1a~/~ MLECs, treated with
VEGF-A and/or EUK-189 (n=3). (B) Analysis of structures formed in the angiotube assay. Data are means+SD. (*) p < 0.05 vs. control.

3.6. Absence of PGC-1a results in impaired angiotube formation

The ability to form stable cell-to-cell contacts is not only im-
portant to ensure organized cell migration, it is also critical for the
formation and stabilization of the newly formed vessel. Thus, we
next tested vessel formation using an in vitro angiotube formation
assay. Interestingly, results from silencing of PGC-1a expression in

BAECs (Fig. 3B upper panel) and the absence of PGC-1a in MLECs
(Fig. 3B lower panel), showed that both approaches led to an al-
most complete inability of ECs to form angiotubes in vitro, even
though cells migrated and aggregated. This result suggested that
deficient interactions of intercellular junctions provoked by the
absence of PGC-1a are likely to be crucial for in vivo formation of
blood vessels.
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3.7. PGC-1a~/~ endothelial cells display an enhanced tip phenotype

In a complementary approach to test EC migration and intercellular
junction interactions in combination, we utilized an ex vivo angio-
genesis assay using Matrigel-embedded aortic ring explants. We found
that even in the absence of VEGF-A, PGC-1a.~/~ ECs had the capacity
to migrate, while wild-type ECs could not migrate unless VEGF-A was
added to the medium, and then did so in an individual manner, in the
absence of interacting cells (Fig. 3C, upper panel). Moreover, we ob-
served that, in the presence of VEGF-A, the cellular “chords” of
sprouting cells exiting the aortic rings from PGC-1o.~/~ mice appeared
thinner than those sprouting from wild-type aortic rings. Upon closer
inspection of migratory edges, we observed that while wild-type ECs
where closely packed, in several cell-wide chords, with filopodia only
in the outermost migratory edge, PGC-1oc~/~ cells formed single-cell
chords, and were highly elongated with extensive filopodia (Fig. 3C,
lower panel). These observations suggested that in the absence of
PGC-1a endothelial cells can migrate even in the absence of VEGF and
they do not respond normally to VEGF-A, possibly inducing an en-
hanced tip-like phenotype.

3.8. PGC-1a~/~ endothelial cells respond to antioxidant treatment
enhancing VEGF-A signaling

Our previous in vitro results indicated that PGC-1a.~/~ MLECs
exhibited a greater migration capacity compared with wild-type
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cells due to an overproduction of hydrogen peroxide [14]. Indeed,
hydrogen peroxide is acknowledged as an important player in
angiogenesis [ 18] and mediate EC migration and proliferation [23].
Thus, we evaluated whether the angiogenesis defects found in
PGC-1a~/~ mice could be attributed to an excess production of
hydrogen peroxide. To this end, we treated PGC-1ac~/~ MLECs
with an antioxidant and measured their ability to form angiotubes
in vitro. Pre-incubation of PGC-1aa~/~ MLECs with EUK-189, a
synthetic superoxide dismutase/catalase mimetic, enhanced the
formation of angiotubes (Fig. 4, Supplementary Fig. 2), pointing to
a participation of hydrogen peroxide in capillary formation. To
elucidate the molecular mechanisms that could link elevated hy-
drogen peroxide levels with the vascular instability observed in
PGC-1oc~/~ mice, we next analyzed the response of wild-type and
PGC-1ae~/~ MLECs to VEGF-A. This signaling pathway has been
suggested previously to be highly sensitive to hydrogen peroxide
[17,18]. Consistently, PGC-1oc~/~ MLEC showed increased levels of
phosphorylated VEGFR2, phosphorylated AKT and greater levels of
NICD, compared with wild-type cells in the absence of VEGF-A
(Fig. 5). Furthermore, relative to wild-type cells, the response to
VEGF-A treatment was very poor in PGC-1oc~/~ MLECs in terms of
VEGFR2 induced phosphorylation, supporting the notion that PGC-
Tla-deleted ECs are largely insensitive to VEGF-A activation. Im-
portantly, when PGC-10c~/~ MLECs were pre-incubated with EUK-
189, the response to VEGF-A was partially recovered, while the
basal levels of phosphorylated VEGFR2, phosphorylated AKT and
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Fig. 5. Antioxidant treatment restores VEGF-A signaling in PGC-1a~/~ MLECs. PGC-1a~/~ MLECs were treated with VEGF-A and/or EUK-189 for the indicated time periods.
Western blot analysis of whole cell extracts of relevant proteins in VEGF-A signaling: VEGFR2, NICD and AKT (n=3). Data are means + SD. (*) p < 0.05 vs. control.
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NICD, were reduced (Fig. 5). This observation is consistent with
previous reports demonstrating the sensitivity of VEGFR2 and its
phosphatases to hydrogen peroxide [17,18]. Moreover, these
findings indicate that the response of VEGFR2 to VEGF-A requires
the tight control of intracellular hydrogen peroxide levels. This
control may be lost when important metabolic regulators such as
PGC-1« are largely inactive [3]. mRNA levels were not significantly
affected by EU-189 (Supplementary Fig. 3).

PGC-1a has been shown to induce the expression of several
mitochondrial antioxidant proteins, and its absence results in
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enhanced mitochondrial superoxide levels. Concomitantly, PGC-
Ta also regulates the expression of important extra-mitochondrial
antioxidants, like catalase. In order to validate the contribution of
mitochondrial ROS to the observed alteration in VEGF signaling,
we treated PGC-1ac~/~ MLEC with a mitochondria-targeted SOD
mimetic, MitoTEMPO and evaluated the effect on VEGF-A signal-
ing. We found a significant reduction in the basal levels of phos-
phorylation of VEGFR2 and AKT, as well as a reduction in the basal
levels of NICD (Fig. 6A, central panel). VEGF-A treatment also re-
sulted in an enhanced fold induction of VEGFR2 and AKT
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Fig. 6. Both detoxification of mitochondrial ROS and NOX inhibition restores VEGF signaling in PGC-1a~/~ MLECs. PGC-1a~/~ MLECs were pre-treated with the mi-
tochondria-targeted SOD mimetic MitoTEMPO (10 pM) for 3 h (A, n=5) or with a general NOX inhibitor (VAS-2870, 20 uM) for 2h (B, n=3), then VEGF-A was added and
downstream signaling (VEGFR2, NICD and AKT) was analyzed by western blot (n=5). Top panels show representative western blots. Central panels show the quantitative
analysis of data at time O, prior to VEGF-A addition. The bottom panels show the fold induction upon VEGF-A addition, values are normalized for those at time 0, that have
been assigned the arbitrary value of 1. Data are means + SD. (*) p < 0.05 vs. control.
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phosphorylation, as well as in the levels of NICD upon stimulation
(Fig. 6A, bottom panel). These results suggest that there is a re-
levant contribution of mitochondrial ROS production to the ob-
served phenotype.

Finally, since hydrogen peroxide dependent inactivation of
VEGF signaling pathway has been proposed to be mediated by
NOX activity, we tested whether NOX inhibition would be able to
restore VEGF-A signaling in PGC-1a~/~ cells, and we found that
pretreatment with the general NOX inhibitor VAS-2870 also re-
sulted in significant reduction in the basal levels of phosphoryla-
tion of VEGFR2 and AKT and an enhanced sensitivity (fold induc-
tion) of the VEGFR2 receptor to VEGF-A dependent phosphoryla-
tion, that correlated with and enhanced AKT phosphorylation,
supporting the involvement of NOX activity (Fig. 6B).

4. Discussion

The results of this study show that regulation of ROS home-
ostasis by PGC-1a plays an important role in the control of en-
dothelial function, in particular in the regulation by VEGF-A of the
stability of the cellular and cellular-matrix contacts. We demon-
strate that, in the absence of PGC-1q, the vascular endothelial cells
appears to be constitutively activated, characterized by faster mi-
grating ECs which adhere slowly to the substrate. Also, ECs spread
slowly and can reverse this process and detach again. These al-
terations are likely due to the low stability and high turnover of
the focal adhesions, an inability to form a structured f-actin cy-
toskeleton, and a reduced formation of VE-cadherin adherens
junctions. Succinctly, ECs interact poorly with the substrate and
with other cells. Clearly, these alterations are likely to be relevant
in metabolic disorders where PGC-1 activity is generally found to
be low, and in particular might be related to the development of
diabetic retinopathy.

Reduced intercellular contacts in PGC-1a-deficient ECs resulted
in the loss of coordinated cell movement in scratch assays, and a
failure to form angiotubes in vitro. Analysis of the endothelial
sprouting process from aortic rings further suggested that PGC-
Ta-deficient cells actively migrate even in the absence of VEGF-A,
and form tip cells independently of their location, indicating a
defective response to VEGF-A. Treatment of MLECs with VEGF-A in
vitro, together with analysis of the VEGF-A pathway, confirmed
that the absence of PGC-1a resulted in the constitutive activation
of the VEGF-A signaling pathway, plus a poor response to exo-
genous VEGF-A. This defective response to VEGF-A may explain
the constitutively-activated phenotype of PGC-1a deficient ECs.

PGC-1a deficient ECs have elevated levels of oxygen superoxide
and hydrogen peroxide [5]. Given that the VEGF-A signaling
pathway has been shown to be sensitive to hydrogen peroxide,
and that oxidative modifications of VEGFR2 [18,24] and its main
phosphatases have been described [17], we hypothesized that
elevated ROS levels found in PGC-1a-deficient ECs would be re-
sponsible for the poor VEGF-A response. Consistent with this idea,
we found that antioxidant treatment largely restored normal
VEGF-A response in PGC-1a deficient ECs. Furthermore, EUK-189
treatment also restored the capacity of those cells to form angio-
tubes in vitro, indicating a normalization of the inter-cellular
interactions.

Long regarded as by-products of oxidative metabolism, ROS are
now recognized as signaling mediators in their own right. The
prototypic redox-regulated targets are the protein tyrosine phos-
phatases that are inactivated by hydrogen peroxide; however,
identification of redox-sensitive kinases such as Src has led to the
slow emergence of a role for redox regulation of tyrosine kinases
by concurrent oxidative activation of tyrosine kinases. Thus, ROS
fine-tune the duration and amplification of the phosphorylation

signal. Importantly, the activity of VEGFR2 and two of its phos-
phatases, DEP1 and PTP1B, have been shown to be regulated by
hydrogen peroxide [17,24,18]. Demonstration of the physiological
relevance of these regulations has been hampered by the lack of
relevant disease models, since the majority of experimental evi-
dence derives from in vitro assays with artificially generated or
exogenously added ROS; this is the case for VEGFR2 signaling
pathways.

PGC-1a is known to regulate the levels of mitochondrial ROS
[5]. However, most recent studies stress the role played by NADPH
oxidases (NOXs) in the ROS-dependent control of growth factor
signaling processes [25] and less attention has been paid to the
role of mitochondrial ROS. Nevertheless, although a largely ne-
glected area of research, a body of evidence shows that elevated
mitochondrial production of ROS is commonly found in cells with
elevated NOX activity, and it has been shown that mitochondria
can regulate NOX function and viceversa [26]. Additionally, most, if
not all, physiological settings where ROS appear to play an im-
portant role, including angiogenesis, describe both enhanced NOX
and elevated mitochondrial ROS levels [27,28]. Furthermore, mi-
tochondria-targeted antioxidants have been proposed to have
potential therapeutic value in retinopathy [29]. Nonetheless, it
remains to be determined whether PGC-1a could also directly
regulate the expression or activity of NOX or alternatively of PrxII,
the peroxiredoxin antioxidant that appears to modulate VEGFR2
oxidation [18].

In conclusion, our study strongly supports the idea that PGC-1a
control of hydrogen peroxide levels in endothelial cells plays a
major role in the formation of stable interactions of endothelial
cells with other cells and with the matrix, a process likely to be
relevant in metabolic disorders where microvascular complica-
tions are prevalent, like diabetic retinopathy. Since antioxidant
therapies have shown significant caveats, alternative therapies
that aim to re-wire normal ROS homeostasis, boosting PGC-1x
activity might represent a therapeutic approach for retinopathy
patients.

Conflict of Interest

None declared.

Acknowledgments

This work was supported by grants from the Spanish “Ministerio
de Economia y Competitividad” [Grant no. SAF2009-07599 &
SAF2012-37693 to M.M and CSD 2007-00020 to M.M.|; and the “Co-
munidad Auténoma de Madrid” [Grant no. S2010/BMD-2361 to M.M.].

We thank Dr. Enrique Samper for providing EUK-189 and
technical advice on its handling and use in experimental models.
We thank Dr. Manuela Garcia for providing VAS-2870 and Dr. Al-
berto Ortiz-Arduan for providing MitoTEMPO and technical advice
on its handling and use in experimental models. We thank Dr.
Santiago Lamas and Dr. Maria Angeles Higueras for careful reading
of the manuscript. Editorial support was provided by Dr. Kenneth
McCreath.

Appendix A. Supplementary material

Supplementary data associated with this article can be found in
the online version at http://dx.doi.org/10.1016/j.freeradbiomed.
2016.01.021.


http://dx.doi.org/10.1016/j.freeradbiomed.2016.01.021
http://dx.doi.org/10.1016/j.freeradbiomed.2016.01.021

N. Garcia-Quintans et al. / Free Radical Biology and Medicine 93 (2016) 41-51 51

References

[1] M.M. Rogge, The role of impaired mitochondrial lipid oxidation in obesity,
Biol. Res. Nurs. 10 (2009) 356-373.

[2] AM. Joseph, D.R. Joanisse, R.G. Baillot, D.A. Hood, Mitochondrial dysregulation

in the pathogenesis of diabetes: potential for mitochondrial biogenesis-

mediated interventions, Exp. Diabetes Res. (2012) 642038.

V.K. Mootha, C.M. Lindgren, K.F. Eriksson, A. Subramanian, S. Sihag, J. Lehar,

P. Puigserver, E. Carlsson, M. Ridderstrale, E. Laurila, N. Houstis, M.]. Daly,

N. Patterson, J.P. Mesirov, T.R. Golub, P. Tamayo, B. Spiegelman, E.S. Lander, J.

N. Hirschhorn, D. Altshuler, L.C. Groop, PGC-1alpha-responsive genes involved

in oxidative phosphorylation are coordinately downregulated in human dia-

betes, Nat. Genet. 34 (2003) 267-273.

G.P. Holloway, C.G. Perry, A.B. Thrush, G.J. Heigenhauser, D.J. Dyck, A. Bonen, L.

L. Spriet, PGC-1alpha's relationship with skeletal muscle palmitate oxidation is

not present with obesity despite maintained PGC-1alpha and PGC-1beta

protein, Am. J. Physiol. Endocrinol. Metab. 294 (2008) E1060-E1069.

Y. Olmos, 1. Valle, S. Borniquel, A. Tierrez, E. Soria, S. Lamas, M. Monsalve,

Mutual dependence of Foxo3a and PGC-1alpha in the induction of oxidative

stress genes, J. Biol. Chem. 284 (2009) 14476-14484.

[6] P. Theuma, V.A. Fonseca, Novel cardiovascular risk factors and macrovascular
and microvascular complications of diabetes, Curr. Drug Targets 4 (2003)
477-486.

[7] D.A. Antonetti, R. Klein, T.W. Gardner, Diabetic retinopathy, N. Engl. ]. Med.
366 (2012) 1227-1239.

[8] X. Chen, S. Wei, F. Yang, Mitochondria in the pathogenesis of diabetes: a
proteomic view, Protein Cell 3 (2012) 648-660.

[9] J. Szendroedi, E. Phielix, M. Roden, The role of mitochondria in insulin re-
sistance and type 2 diabetes mellitus, Nat. Rev. Endocrinol. 8 (2012) 92-103.

[10] N. Sawada, A. Jiang, F. Takizawa, A. Safdar, A. Manika, Y. Tesmenitsky, K.T. Kang,
J. Bischoff, H. Kalwa, ].L. Sartoretto, Y. Kamei, L.E. Benjamin, H. Watada,

Y. Ogawa, Y. Higashikuni, C.W. Kessinger, F.A. Jaffer, T. Michel, M. Sata, K. Croce,
R. Tanaka, Z. Arany, Endothelial PGC-1alpha mediates vascular dysfunction in
diabetes, Cell Metab. 19 (2014) 246-258.

[11] A. Besseiche, J.P. Riveline, ].F. Gautier, B. Breant, B. Blondeau, Metabolic roles of
PGC-1alpha and its implications for type 2 diabetes, Diabetes Metab. (2015).

[12] I Valle, A. Alvarez-Barrientos, E. Arza, S. Lamas, M. Monsalve, PGC-1alpha
regulates the mitochondrial antioxidant defense system in vascular en-
dothelial cells, Cardiovasc. Res. 66 (2005) 562-573.

[13] X.Z. West, N.L. Malinin, A.A. Merkulova, M. Tischenko, B.A. Kerr, E.C. Borden, E.
A. Podrez, R.G. Salomon, T.V. Byzova, Oxidative stress induces angiogenesis by
activating TLR2 with novel endogenous ligands, Nature 467 (2010) 972-976.

[14] S. Borniquel, N. Garcia-Quintans, I. Valle, Y. Olmos, B. Wild, F. Martinez-
Granero, E. Soria, S. Lamas, M. Monsalve, Inactivation of Foxo3a and sub-
sequent downregulation of PGC-1 alpha mediate nitric oxide-induced en-
dothelial cell migration, Mol. Cell. Biol. 30 (2010) 4035-4044.

[15] Z. Arany, S.Y. Foo, Y. Ma, J.L. Ruas, A. Bommi-Reddy, G. Girnun, M. Cooper,

D. Laznik, J. Chinsomboon, S.M. Rangwala, K.H. Baek, A. Rosenzweig, B.

3

[4

(5

M. Spiegelman, HIF-independent regulation of VEGF and angiogenesis by the
transcriptional coactivator PGC-1alpha, Nature 451 (2008) 1008-1012.

[16] M. Saint-Geniez, A. Jiang, S. Abend, L. Liu, H. Sweigard, K.M. Connor, Z. Arany,
PGC-1alpha regulates normal and pathological angiogenesis in the retina, Am.
J . Pathol. 182 (2013) 255-265.

[17] J. Oshikawa, N. Urao, HW. Kim, N. Kaplan, M. Razvi, R. McKinney, L.B. Poole,
T. Fukai, M. Ushio-Fukai, Extracellular SOD-derived H,0, promotes VEGF sig-
naling in caveolae/lipid rafts and post-ischemic angiogenesis in mice, PLoS
One 5 (2010) e10189.

[18] D.H. Kang, D.J. Lee, K.W. Lee, Y.S. Park, ].Y. Lee, S.H. Lee, G.Y. Koh, C. Choi, D.
Y. Yu, J. Kim, S.W. Kang, Peroxiredoxin II is an essential antioxidant enzyme
that prevents the oxidative inactivation of VEGF receptor-2 in vascular en-
dothelial cells, Mol. Cell 44 (2011) 545-558.

[19] Y. Olmos, FJ. Sanchez-Gomez, B. Wild, N. Garcia-Quintans, S. Cabezudo,

S. Lamas, M. Monsalve, SirT1 regulation of antioxidant genes is dependent on
the formation of a FoxO3a/PGC-1alpha complex, Antioxid. Redox Signal. 19
(13) (2013) 1507-1521.

[20] L. Arnaoutova, J. George, H.K. Kleinman, G. Benton, The endothelial cell tube
formation assay on basement membrane turns 20: state of the science and the
art, Angiogenesis 12 (2009) 267-274.

[21] P. Rodriguez, M.A. Higueras, A. Gonzalez-Rajal, A. Alfranca, M. Fierro-Fernan-
dez, R.A. Garcia-Fernandez, MJ. Ruiz-Hidalgo, M. Monsalve, F. Rodriguez-
Pascual, J.M. Redondo, J.L. de la Pompa, J. Laborda, S. Lamas, The non-canonical
NOTCH ligand DLK1 exhibits a novel vascular role as a strong inhibitor of
angiogenesis, Cardiovasc. Res. 93 (2012) 232-241.

[22] B. Wehrle-Haller, Assembly and disassembly of cell matrix adhesions, Curr.
Opin. Cell Biol. 24 (2012) 569-581.

[23] M. Ushio-Fukai, Redox signaling in angiogenesis: role of NADPH oxidase,
Cardiovasc. Res. 71 (2006) 226-235.

[24] M. Lee, W.C. Choy, M.R. Abid, Direct sensing of endothelial oxidants by vas-
cular endothelial growth factor receptor-2 and c-Src, PLoS One 6 (2011)
e28454.

[25] A. Corcoran, T.G. Cotter, Redox regulation of protein kinases, FEBS ]J. 280 (2013)
1944-1965.

[26] S. Dikalov, Cross talk between mitochondria and NADPH oxidases, Free Radic.
Biol. Med. 51 (2011) 1289-1301.

[27] S. Coso, L. Harrison, C.B. Harrison, A. Vinh, C.G. Sobey, G.R. Drummond, E.

D. Williams, S. Selemidis, NADPH oxidases as regulators of tumor angiogen-
esis: current and emerging concepts, Antioxid. Redox Signal. 16 (2012)
1229-1247.

[28] S. Dai, Y. He, H. Zhang, L. Yu, T. Wan, Z. Xu, D. Jones, H. Chen, W. Min, En-
dothelial-specific expression of mitochondrial thioredoxin promotes ische-
mia-mediated arteriogenesis and angiogenesis, Arterioscler. Thromb. Vasc.
Biol. 29 (2009) 495-502.

[29] A.M. Markovets, A.Z. Fursova, N.G. Kolosova, Therapeutic action of the mi-
tochondria-targeted antioxidant SkQ1 on retinopathy in OXYS rats linked with
improvement of VEGF and PEDF gene expression, PLoS One 6 (2011) e21682.


http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref1
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref1
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref1
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref2
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref2
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref2
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref3
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref3
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref3
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref3
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref3
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref3
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref3
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref4
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref4
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref4
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref4
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref4
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref5
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref5
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref5
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref5
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref6
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref6
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref6
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref6
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref7
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref7
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref7
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref8
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref8
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref8
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref9
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref9
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref9
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref10
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref10
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref10
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref10
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref10
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref10
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref11
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref11
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref12
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref12
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref12
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref12
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref13
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref13
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref13
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref13
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref14
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref14
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref14
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref14
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref14
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref15
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref15
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref15
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref15
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref15
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref16
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref16
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref16
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref16
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref17
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref17
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref17
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref17
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref17
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref17
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref17
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref17
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref18
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref18
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref18
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref18
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref18
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref19
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref19
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref19
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref19
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref19
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref20
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref20
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref20
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref20
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref21
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref21
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref21
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref21
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref21
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref21
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref22
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref22
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref22
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref23
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref23
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref23
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref24
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref24
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref24
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref25
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref25
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref25
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref26
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref26
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref26
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref27
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref27
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref27
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref27
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref27
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref28
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref28
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref28
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref28
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref28
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref29
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref29
http://refhub.elsevier.com/S0891-5849(16)00035-6/sbref29

	Regulation of endothelial dynamics by PGC-1α relies on ROS control of VEGF-A signaling
	Introduction
	Material and methods
	Animal handling
	Cell culture
	Cell-attachment and cell spreading assays
	Time lapse video imaging of scratch assays
	Sprouting angiogenesis on aortic explants
	Immunofluorescence and phalloidin staining
	In vitro endothelial cell tube formation
	Vascular endothelial growth factor-A (VEGF-A) treatment
	Protein extraction and Western blotting
	Image analysis
	Statistics

	Results
	PGC-1α enhances endothelial adhesion to the extracellular matrix
	Absence of PGC-1α results in unstable adhesion and spreading
	Defective cytoskeleton dynamics in absence of PGC-1α
	Endothelial cells show reduced formation of adherens junctions in absence of PGC-1α
	PGC-1α regulates endothelial cell coordination during migration
	Absence of PGC-1α results in impaired angiotube formation
	PGC-1α-/- endothelial cells display an enhanced tip phenotype
	PGC-1α-/- endothelial cells respond to antioxidant treatment enhancing VEGF-A signaling

	Discussion
	Conflict of Interest
	Acknowledgments
	Supplementary material
	References




