
D7L1- Aedes D7 Long 1 (AAEL006424): 321 aa = 36.895 kDa

GTTGCCTCAACGGGACCATTTGATCCGGAGGAGATGCTGTTCACCTTTACGCGCTGCATG5'

AAEL06424 sgRNA1 AAEL006424 sgRNA2

 60

GAAGACAATTTGGAAGATGGACCGAATCGACTTCCAATGTTAGCGAAATGGAAAGAATGG5'

AAEL006424 sgRNA3

 120

ATTAACGAACCGGTAGACAGCCCCGCAACTCAGTGTTTCGGCAAATGCGTCCTGGTAAGA5'
 180

ACAGGTCTGTACGATCCGGTAGCCCAAAAGTTCGAT5'

GCCTCGGTGATCCAGGAGCAATTTAAGGCTTATCCGTCCTTGGGGGAAAAGAGCAAAGTTGAAGCATATG5'

AAEL006424 sgRNA7

 70

CTAACGCAGTTCAACAGTTGCCTTCCACAAATAACGACTGTGCCGCTGTTTTCAAAGCGTACGATCCTGT5'

AAEL006424 sgRNA8 AAEL006424 sgRNA9

 140

TCATAAGGCGCATAAGGACACCAGCAAGAACTTGTTCCATGGAAACAAGGAGTTGACCAAGGGCCTCTAT5'
 210

GAGAAGTTG5'

sgRNA 1-3 sgRNA 7-9

Name Length Exon Strand Nucleotide sequence 5’- T7-promoter-Gene specific (20mer) - Scaffold-F (CRISPR)- 3' Target site PAM
sgRNA6424-1 20 2 Minus GAAATTAATACGACTCACTATAGGCGGATCAAATGGTCCCGTTGGTTTTAGAGCTAGAAATAGC CGGATCAAATGGTCCCGTTG AGG
sgRNA6424-2 20 2 Plus GAAATTAATACGACTCACTATAGGGTTCACCTTTACGCGCTGCAGTTTTAGAGCTAGAAATAGC GTTCACCTTTACGCGCTGCA TGG
sgRNA6424-3 20 2 Minus GAAATTAATACGACTCACTATAGGGCTAACATTGGAAGTCGATTGTTTTAGAGCTAGAAATAGC GCTAACATTGGAAGTCGATT CGG
sgRNA6424-7 20 3 Minus GAAATTAATACGACTCACTATAGGCAGCTGGAGCTTTTGAGAGGGTTTTAGAGCTAGAAATAGC AACTTTGCTCTTTTCCCCCA AGG
sgRNA6424-8 20 3 Minus GAAATTAATACGACTCACTATAGGGCACAGTCGTTATTTGTGGAGTTTTAGAGCTAGAAATAGC GCACAGTCGTTATTTGTGGA AGG
sgRNA6424-9 20 3 Minus GAAATTAATACGACTCACTATAGGATCGTACGCTTTGAAAACAGGTTTTAGAGCTAGAAATAGC ATCGTACGCTTTGAAAACAG CGG

Scaffold-R AAAAGCACCGACTCGGTGCCACTTTTTCAAGTTGATAACGGACTAGCCTTATTTTAACTTGCTATTTCTAGCTCTAAAAC

Name Length Exon Strand Nucleotide sequence 5’- T7-promoter-Gene specific (20mer) - Scaffold-F (CRISPR)- 3' Target site PAM
sgRNA6417-1 20 2 Plus GAAATTAATACGACTCACTATAGGATTACAGGCTGCACCTTTATGTTTTAGAGCTAGAAATAGC ATTACAGGCTGCACCTTTAT GGG
sgRNA6417-2 20 2 Plus GAAATTAATACGACTCACTATAGGATTTATCACGTCCCGGTGCAGTTTTAGAGCTAGAAATAGC ATTTATCACGTCCCGGTGCA TGG
sgRNA6417-3 20 2 Minus GAAATTAATACGACTCACTATAGGGCTTTTGGGTTCTTAGCCTTGTTTTAGAGCTAGAAATAGC GCTTTTGGGTTCTTAGCCTT TGG
sgRNA6417-4 20 3 Minus GAAATTAATACGACTCACTATAGGCAGCTGGAGCTTTTGAGAGGGTTTTAGAGCTAGAAATAGC CAGCTGGAGCTTTTGAGAGG TGG
sgRNA6417-5 20 3 Plus GAAATTAATACGACTCACTATAGGCAAAAGCTCCAGCTGCTCGGGTTTTAGAGCTAGAAATAGC CAAAAGCTCCAGCTGCTCGG AGG
sgRNA6417-6 20 3 Plus GAAATTAATACGACTCACTATAGGACCATTCGAGCAATTTTGTTGTTTTAGAGCTAGAAATAGC ACCATTCGAGCAATTTTGTT TGG

Scaffold-R AAAAGCACCGACTCGGTGCCACTTTTTCAAGTTGATAACGGACTAGCCTTATTTTAACTTGCTATTTCTAGCTCTAAAAC
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D7L2- Aedes D7 Long 2 (AAEL006417): 332 aa = 38.628 kDa

E2

atcaactaaaacgttttaattacagGCTGCACCTTTATGGGACGCAAAGG5'

5' UTR

AAEL006417 sgRNA1

 50

ATCCGGAGCAGCTTAGATTTATCACGTCCCGGTGCATGGAAGACTGGTAT5'

AAEL006417 sgRNA2

 100

CCAAAGGCTAAGAACCCAAAAGCAGCCCTTCAGAACTGGTTGGGATGGAA5'

AAEL006417 sgRNA3

 150

ACTAGAACCATCGGACGACCAAGCTACTCAGTGTTACACTAAATGCGTAC5'
 200

TGGAGAAAATTGGTTTCTATGAGCCGGGCGAAAAACGATTCAAG5'

GGAGTTCGCGTAATGCAGCAATGGGAGACATTCCATAAATACTTGAACGC5'
 50

AGATCGCGAAAAAGTACACGATTTAACGAGTACGTTTGATTTTATTCCAC5'

AAEL00  

 100

CTCTCAAAAGCTCCAGCTGCTCGGAGGTGTTTGAAGCGTTTAAAAAAGTT5'

AAEL006417 sgRNA4

AAEL006417 sgRNA5

 150

AATGGCAAGCACTCAGAAACCATTCGAGCAATTTTGTTTGGTAAAGGGGA5'

AAEL006417 sgRNA6

 200

GTCTTCCAAAAAGTACTACCAAGAAAAG5'

E3

sgRNA 1-3 sgRNA 4-6

E1 E4 E5
E4 E5E1

A

AAEL006424

AAEL006417

Chr2: 415,020,000-415,050,000

21.3kbp
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WT:      ACACTTCGTTTCTTCAGAAACATTCTACCATTTAAGGTTGCCTCAACGGGACCATTTGATCCGGAGGAGATGCTGTTCACCTTTACGCGCTGCATGGCAGACAATTTGGAAGATGGACCGAATCTACTTCCAATGTAAGCACAATGGAAAGAATGGATTAA
AeD7L1(−/−):ACACTTCGTTTCTTCAGAAATATTCTACCATTTAAGGTTGCTTCAACGGGA-----------------GATGCTGTTCACCTTTACACGC---ATGGCAGACAATTTGGAAGATGGACCGAATCTACTTCCAATGTAAGCACAATGGAAAGAATGGATTAA

WT:      AAPLWVASDPEQLTFVASRCMEDWYPKAKNPKAALQNWLGW

WT:      VASTGPFDPEEMLFTFTRCMEDNLEDGPNRLPML

WT: CACTAAACGTTTTATTACAGGCTGCACCTT--------------TATGGGTCGCATCGGATCCAGAGCAGCTTACATTTGTCGCGTCCCGGTGCATGGAAGACTGGTATCCAAAGGCTAAGAACCCAAAAGCAGCCCTTCAGAACTGGTTGGGATGGAAA
AeD7L2(−/−):CACTAAACGTTTTATTACAGGCTGCACCTTACGACTTCGGGTCTTA-GGGACGCAAAGGATCCGGAGTCGCTTACATTTATCACGTCCCGGTGCATGGAAAACTGGTATCCAAA------GAACCCAAAAGCAGCCCTTCAGAACTGGTTGGGATGGAAA 
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Transmission experiment follow-up
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