
Supplementary material 4A. Alignment of the wciP gene from reference cps sequences of 6A (CR931638) and 6B (CR931639) 
serotypes and wciP gene extracted from the assembled genome of the sample 2816 with Illumina and ONT sequencing data. 
Samples are equally coloured to the reference serotype assigned according to their similarity in the alignment.
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Supplementary material 4B. Alignment of the wciP gene from reference cps sequences of 6C (EF538714) and 6D (GQ848645) 
serotypes and wciP gene extracted from the assembled genome of the sample 3012 with Illumina and ONT sequencing data. 
Samples are equally coloured to the reference serotype assigned according to the variants found in the alignment.



Supplementary material 4C. Alignment of the wcjE gene from reference cps sequences of 9A (CR931645) and 9V (CR931648) 
serotypes and wcjE gene extracted from the assembled genome of the sample 3052 with Illumina and ONT sequencing data. 
Samples are equally coloured to the reference serotype assigned according to their similarity in the alignment.
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Supplementary material 4D. Alignment of the wcjE gene from reference cps sequences of 9A (CR931645) and 9V 
(CR931648) serotypes and wcjE gene extracted from the assembled genomes of the sample 3077 with Illumina and ONT 
sequencing data. Samples are equally coloured to the reference serotype assigned according to the variants found in the 
alignment.
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Supplementary material 4E. Alignment of the wcrL gene from reference cps sequences of 11A (CR931653) and 11D (CR931656) 
serotypes and wcrL gene extracted from the assembled genome of the sample 2508 with Illumina and ONT sequencing data. 
Samples are equally coloured to the reference serotype assigned according to the variants found in the alignment.
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Supplementary material 4F. Alignment of the wcrL gene from reference cps sequences of 11A (CR931653) and 11D (CR931656) 
serotypes and wcrL gene extracted from the assembled genome of the sample 2112 with Illumina and ONT sequencing data. 
Samples are equally coloured to the reference serotype assigned according to the variants found in the alignment.



Supplementary material 4G. Alignment of the wciX gene from reference cps sequences of 18B (CR931672) and 18C (CR931673) serotypes and 
wciX gene extracted from the assembled genome of the sample 1963 with Illumina and ONT sequencing data. Samples are equally coloured to 
the reference serotype assigned according to the variants found in the alignment.
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Supplementary material 4H. Alignment of the wciX gene from reference cps sequences of 18B (CR931672) and 18C (CR931673) 
serotypes and wciX gene extracted from the assembled genome of the sample 3742 with Illumina and ONT sequencing data. 
Samples are equally coloured to the reference serotype assigned according to the variants found in the alignment.



Supplementary material 4I. Alignment of the wciX gene from reference cps sequences of 18B (CR931672) and 18C (CR931673) 
serotypes and wciX gene extracted from the assembled genome of the sample 2291 with Illumina and ONT sequencing data. 
Samples are equally coloured to the reference serotype assigned according to the variants found in the alignment.
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Supplementary material 4J. Alignment of the complete cps sequence from reference 29 (CR931694), 35B (CR931705) and 
35D (KY084476) serotypes and the cps sequence extracted from the assembled genome of the sample 3855 with Illumina and 
ONT sequencing data. Samples are equally coloured to the reference serotype assigned according to their highest identities.
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