TABLE S8 | Predicted tRNA genes in pneumococcal prophages.

Prophage tRNA (anticodon) Position References

This study
PPH010_11 Glu (CUU) 26,373-26,444

Ala (CGU) 28,293-28,365
PPHO065_1 Glu (CUUV) 7,103-7,175
PPHO080_11 Lys (UUU) 48,652-48,580

Ser (AGC) 48,988-48,898
PPHO080_12 Lys (UUU) 25,355-25,283

Ser (AGC) 25,691-25,601
PPH120 Val (CAU) 73,154-73,226

Asp (CUG) 73,229-73,301

Lys (UUU) 73,326-73,398

Leu (GAU) 73,404-73,485

Thr (UGU) 73,504-73,576

Gly (CCG) 73,599-73,670

Leu (AAU) 73,678-73,763

Arg (GCA) 73,773-73,846

Pro (GGU) 73,862—-73,935
Previously described prophages
OARI-0746 Ser (AGC) 18,374-18,464 /c 1
IPP8 Ser (AGC) 16,124-16,214 2,3
IPP16 Ser (AGC) 15,754-15,844 2,3
IPP25 Ser (AGC) 15,040-15,130 2,3
IPP26 Ser (AGC) 15,238-15,328 2,3
IPP27 Ser (AGC) 13,825-13,915 2,3
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