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ABSTRACT
Usutu virus (USUV; family: Flaviviridae, genus: Flavivirus), is an emerging zoonotic arbovirus that causes severe
neuroinvasive disease in humans and has been implicated in the loss of breeding bird populations in Europe. USUV
is maintained in an enzootic cycle between ornithophilic mosquitos and wild birds. As a member of the Japanese
encephalitis serocomplex, USUV is closely related to West Nile virus (WNV) and St. Louis encephalitis virus (SLEV),
both neuroinvasive arboviruses endemic in wild bird populations in the United States. An avian model for USUV is
essential to understanding zoonotic transmission. Here we describe the first avian models of USUV infection with the
development of viremia. Juvenile commercial ISA Brown chickens were susceptible to infection by multiple USUV
strains with evidence of cardiac lesions. Juvenile chickens from two chicken lines selected for high (HAS) or low (LAS)
antibody production against sheep red blood cells showed markedly different responses to USUV infection. Morbidity
and mortality were observed in the LAS chickens, but not HAS chickens. LAS chickens had significantly higher viral
titers in blood and other tissues, as well as oral secretions, and significantly lower development of neutralizing
antibody responses compared to HAS chickens. Mathematical modelling of virus-host interactions showed that the
viral clearance rate is a stronger mitigating factor for USUV viremia than neutralizing antibody response in this avian
model. These chicken models provide a tool for further understanding USUV pathogenesis in birds and evaluating
transmission dynamics between avian hosts and mosquito vectors.
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Introduction

As an emerging zoonotic virus, Usutu virus (USUV,
family: Flaviviridae, genus: Flavivirus) is an increas-
ingly important global public and wildlife health con-
cern [1]. USUV was first isolated from a Culex neavei
mosquito in South Africa in 1959 and has since been
detected throughout sub-Saharan Africa, central
Europe, and the Mediterranean Basin [2,3]. USUV
belongs to the Japanese encephalitis serocomplex,
where it shares similar antigenic properties with
West Nile virus (WNV) and St. Louis encephalitis
virus (SLEV), both neuroinvasive arboviruses found
in wild bird populations in the United States [4].
USUV is maintained in an enzootic cycle between
ornithophilic mosquitos, primarily Culex spp., and
wild birds [5–7]. Incidental “spillover” infections in
mammals, including humans, are also known to
occur [4,8–11]. To date, 79 USUV infections have
been reported in humans, with symptoms ranging
from asymptomatic or mild febrile illness, to menin-
goencephalitis or encephalitis [4,12–17].

The earliest indication of USUV circulating in
European wild bird populations occurred in 2001 in
Austria [18], though retrospective analysis suggests
that USUV was circulating five years earlier in Italy
[19]. Since its establishment in Europe, USUV has
been implicated in a decline of breeding bird popu-
lations [20,21]. The burden of disease in wild bird
populations has been most prominent in the Eurasian
blackbird (Turdus merula) [20,22], great grey owl
(Strix nebulosa) [21], and house sparrow (Passer
domesticus) [23].

While several murine models have been developed
to evaluate human USUV pathogenesis [24–28], the
use of an avian model is essential to understanding
the characteristics of transmission dynamics and
avian pathogenesis. Experimental inoculation attempts
with USUV have failed to reproduce infection (as evi-
denced by virus isolation) in two domestic avian
hosts. Two-week-old domestic geese (Anser anser
domesticus) inoculated intramuscularly with USUV
strain 939/01 (Vienna 2001) were positive for USUV
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nucleic acid in pooled organ samples, a pharyngeal
swab, and a single plasma sample by RT-PCR [29].
Viral nucleic acid was detected in two-week-old chick-
ens intravenously inoculated with USUV strain 939/01
(Vienna 2001) in pooled organs, cloacal and pharyngeal
swabs, and isolated PBMCs [30]. Although these in vivo
studies reveal that different domestic avian species are
susceptible to USUV, neither resulted in individuals
developing infectious virus in blood, which is critical
for transmission to mosquitos. Viral RNA in serum
was observed in domestic canaries (Serinus canaria)
inoculated intraperitoneally with USUV strain UR-10-
Tm (Italy 2010); viral RNA was also detected in organs,
droppings, and feathers of 3 inoculated canaries [31].
Thus, an avian model of USUV infection with infec-
tious virus has not yet been reported.

The domestic chicken (Gallus gallus domesticus) has
commonly been used as a model of infection and sur-
veillance measures in flavivirus infections, including
Murray Valley encephalitis virus [32,33], SLEV
[34,35], WNV [36,37], and USUV [38]. Although vire-
mia has been observed inWNV experimentally infected
chickens, there appears to be an age dependent differ-
ence in viral titer, where an adult chickenmodel reaches
peak viremia of 4 log10 PFU/mL [36] and a two-day-old
chick peaks at 7 log10 PFU/mL [37]. Age-related differ-
ences in viremia levels have also been observed in one-
day-old compared to one-week-old SPF chickens
inoculated with WNV, with detectable viremia on
days 2–7 post-inoculation in one-day old chickens
and only on day 2 post-inoculation in one-week old
chickens [39]. These studies suggest that age of infec-
tion is crucial for a flavivirus avian model and that a
juvenile chicken model could be employed to discern
the viral kinetics of USUV.

The primary goal of this study was to develop a
model of USUV in birds that could be used to study
viral pathogenesis and transmission. Juvenile com-
mercial ISA Brown chickens and two chicken lines
that were previously bred from a common founder
population for high (HAS) or low (LAS) antibody
response to sheep red blood cells [40–42] were exper-
imentally inoculated with USUV. We found the LAS
chickens developed clinical disease, as well as signifi-
cantly higher viremia compared to HAS chickens.
Mathematical modelling showed that the viral clear-
ance rate is a stronger mitigating factor for altering
USUV viremia than neutralizing antibody responses.
These models provide a tool for further evaluating
avian-mosquito transmission dynamics of USUV.

Materials and methods

Virus isolates

USUV isolates used throughout the study were:
HU10279-09 (Spain 2009, Africa 2 lineage,
MN813489, passage 2+, isolated from Culex

perexiguus) [43], TMNetherlands (Netherlands 2016,
Europe 3 lineage, MN813490, passage 5, isolated
from Turdus merula) [21], UG09615 (Uganda 2012,
Africa 3 lineage, MN813491, passage 3, isolated from
Culex sp.) [44], and SAAR1776 (South Africa 1959,
Africa 2 lineage, MN813492, passage 9, isolated from
Culex neavei) [3]. These strains have been previously
sequenced by our lab [28].

Cell lines

Vero cells were grown at 37°C with 5% CO2 and main-
tained in Dulbecco’s Modified Eagle’s Medium
(DMEM) (Fisher Scientific), supplemented with 5%
Fetal Bovine Serum (FBS) and 1% penicillin–strepto-
mycin. Cells were plated at 6.5 × 104 cells/well in 12-
well plates for plaque assays or 1.65 × 105 cells/well
in 6-well plates for PRNTs.

DF-1 chicken fibroblast cells were grown at 37°C
with 5% CO2 and maintained in Dulbecco’s Modified
Eagle’s Medium (DMEM) (Fisher Scientific), sup-
plemented with 10% Fetal Bovine Serum (FBS) and
1% penicillin–streptomycin. Cells were plated at
1.8 × 105 cells/well in 12-well plates and inoculated
one day later with USUV strain at a multiplicity of
infection (MOI) of 0.1 in triplicate. Serial timepoints
were collected every 24 h for five days. This was
repeated twice for a total of three replicates. Viral
titer was quantified by Vero cell plaque assay.

Chicken experiments

USUV inoculation in ISA Brown chickens
Seventy ISA Brown mixed-sex chickens were obtained
from the Poultry Research Center (Virginia Tech,
Blacksburg, VA) and randomly assigned to isolator
cages in an ABSL-2 facility. Six to ten birds were
housed in each isolator cage. Chickens acclimated
for one day prior to inoculation. This experiment
was split over two experimental sessions.

Groups of two-day-old chickens (n = 16) were sub-
cutaneously inoculated in the abdominal region with
1500 PFU (50 μl inoculum) of one of four USUV
strains (HU10279-09, TMNetherlands, UG09615, or
SAAR1776) diluted in BA-1 viral transport media.
Six 2-day-old chickens served as a control group and
were injected with 50 μl of PBS.

For the high dose experiment, 24 ISA Brown
mixed-sex chickens were inoculated as for the low
dose group, except groups (n = 12) were subcu-
taneously inoculated with 105 PFU (50 μl inoculum)
of USUV strains.

A 50 μl blood sample was collected daily from
either the jugular vein or brachial wing vein and stored
in a serum-separator tube. Fluids (0.25–0.5 mL) were
provided orally to each bird following venipuncture.
Whole blood samples were centrifuged to separate
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serum and subsequently stored at −80°C until further
processing. A final 100 μl blood sample was collected
from 9 birds in each group on dpi 14. On days 3
and 5 post inoculation, a subset of 3 birds from each
group was euthanized via CO2 asphyxiation followed
by cervical dislocation. The following tissues were
aseptically collected for viral titration and histopathol-
ogy: brain, bursa, heart, kidney, liver, lungs, and
spleen. Tissues were stored dry at −80°C for later
quantification via plaque assay. Prior to freezing, a
portion of each tissue was fixed in 10% neutral
buffered formalin for histopathology. Oral and cloacal
swab samples were also collected from euthanized
individuals. Cotton-tipped swabs were premoistened
in 0.5–1 mL BA-1 viral transport medium, and oral
and cloacal samples were collected by swabbing the
mucosal surfaces of the oropharynx and cloaca,
respectively. The swab was gently placed inside the
cavity and 2–4 circular passes against the mucosal sur-
faces were made. Efforts to keep fecal residue out of
the transport medium were made [45]. Swab samples
were stored at −80°C until further processing.

USUV inoculation in HAS and LAS chickens
The HAS and LAS chicken lines originated from a com-
monWhite Leghorn founder population and have been
bred for >40 generations for a single trait: high (HAS)
or low (LAS) antibody response against sheep red
blood cells [40,41]. Twenty-five chickens from each
line were randomized into groups. Groups (n = 16) of
one-day-old HAS and LAS chickens were subcu-
taneously inoculated with 1500 PFU (50 μl inoculum)
of the Netherlands 2016 USUV strain. Nine 1-day-old
chickens from each line served as a control group and
were inoculated with 50 μl of PBS. Ten inoculated indi-
viduals from each line were bled daily for seven days, as
described previously. A final blood sample was col-
lected on dpi 14. On days 3 and 5 post inoculation, 6
birds from each line were euthanized via CO2 asphyx-
iation followed by cervical dislocation. Tissues and
oral and cloacal swabs were collected from euthanized
individuals and processed as described previously. If
clinical signs including lethargy, ruffled feathers, poor
responsiveness, or weight loss≥ 15% were observed,
then birds were euthanized via CO2 inhalation, fol-
lowed by cervical dislocation.

All experiments were performed in accordance with
the Virginia Tech Institutional Animal Care and Use
Committee (IACUC #18-069). Throughout the exper-
iments, commercial feed and fresh water were provided
ad libitum. Chickens were monitored daily for clinical
signs by animal care staff and research personnel.

Viral quantification assays

Viral titers of serum, tissues, and oral and cloacal
swabs were quantified through Vero cell plaque
assay. Tissues were weighed and suspended in equal

parts BA-1 medium, then homogenized through
bead homogenization in a Qiagen TissueLyserLT at
50 oscillations/sec for 2–6 min. Samples were clarified
by centrifugation at 18,500 rpm for 3 min. The limits
of detection were 2 log10 PFU/mL for serum samples,
1.7 log10 PFU/g or 0.3 log10 PFU/tissue for tissue
samples, and 0.4 log10 PFU/swab for oral and cloacal
secretions.

PRNT assays

Blood collected at 14 days post inoculation was
assayed by plaque reduction neutralization test
(PRNT). Sera were heat inactivated at 56°C for
30 min and incubated with approximately 1000 PFU
of the homologous USUV strain for 1 h at 37°C before
plating on Vero cells. Neutralization activity was
defined by plaque reduction at a 90% threshold [46].

Histopathology

Following euthanasia, tissues were collected and stored
in 10% neutral buffered formalin prior to standard pro-
cessing and paraffin embedding. Sections were cut at
5 μm and stained by routine hematoxylin–eosin (H&E)
staining for histopathological analysis. Tissues were
semi-quantitively evaluated for the number of foci of
inflammation; scores were summed for a composite
pathology score. The number of foci of inflammation
in 5, 200× fields was counted. A composite score scale
is as follows 0 = 0; 1 = 1–5 foci; 2 = 6–10 foci; 3 = 11–15
foci; 4 = 16 + . The median pathology score was use for
comparison of lesions across groups. Slides were ana-
lysed by a board-certified veterinary pathologist.

Mathematical modeling of virus-host
interaction

A target cell-limited model (Equation 1) was used to
determine the kinetics of the virus titers in USUV-
infected HAS and LAS chickens. The model is
described by the following variables. Leukocytes sus-
ceptible to USUV, called target cells (T), become
infected at constant rate b mL per virion per day
resulting in latently infected cells (E). Latently infected
cells become productively infected cells (I) at rate k
per day. Productively infected cells produce virus at
rate p per infected cell per day and are removed at
rate d per day. The removal rate accounts for both
natural death and the possibility that the antibody is
enhancing the rate of infected cell loss through anti-
body-dependent cellular cytotoxicity or complemen-
ted mediated lysis. Virus (V) is removed at rate c
per day. The removal rate accounts for both virus
degradation and the possibility of antibody enhancing
the rate of virus clearance through opsonization. The
initial target cell concentration is estimated to be
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T0 = 10, 000 leukocytes/ml. The viral inoculum is
V0 = 1500 PFU which, when distributed through 2.5
mL of blood, gives an initial log10 virus concentration
of log10 V0 = 2.78 PFU/ml. There were no infected
cells at the beginning of the study, therefore, we set
E0 = I0 = 0 leukocytes/ml.

dT
dt

= −bTV

dE
dt

= bTV − kE

dI
dt

= kE− dI

dV
dt

= pI − cV

(1)

Parameter estimation
Data fitting was performed by comparing HAS and
LAS virus titer data at times ti log10 Di to predicted
virus population at times ti as given bymodel (Equation
1) log10 V(ti), for i = 1, 2, . . . n. Initially, the HAS
and LAS groups were considered to have similar
characteristics. A non-linear mixed effects model and
the stochastic approximation expectation-maximiza-
tion (SAEM) algorithm implemented in Monolix
Suite 2019R1 (Lixoft 2019), with log normally distribu-
ted parameters, point one parameter variation, and
proportional residual errors were used to minimize

the functional J(param) = min
param

∑TH+TL
k=1

1
TH + TL

(
∑n

i=1 (log10D
k
i −log10V

k(ti, param))2)1/2, where
param = {k, p, b, d, c}, TH = 13 is the number of
subjects in the HAS group, TL = 13 is the number of
subjects in the LAS group, and n is the number of
data points in each subject. These initial estimates
were used to assign values to two parameters, k and p
to avoid non-identifiability. The remaining parameters
paramr = {b, d, c} were then assumed to be HAS or
LAS population specific. They were estimated by per-
forming HAS only and LAS only population fits using
a non-linear mixed effect model as well as individual
fits for each subject in the HAS and LAS groups,
using the method and specification described above.

Additionally, the reproduction number (or basic
reproductive ratio), defined as the number of infected
cells (or virus particles) that are produced by one
infected cell (or virus particle), when the virus is intro-
duced into a population of uninfected target cells T0

was estimated for HAS and LAS populations. It is

given by R0 = bp
cd

T0.

Statistical analysis

Descriptive statistics including means and standard
deviations of viremia, viral tissue titers, and viral

swab titers were calculated for chicken studies. Survi-
val curves were analysed by Mantel–Cox test. Viremia
and weight change data were analysed using Repeated
Measures two-way ANOVA with Tukey’s or Sidak’s
multiple comparisons tests, as appropriate. Tissue
and swab data were analysed using two-way
ANOVA with Tukey’s or Sidak’s multiple compari-
sons tests, as appropriate. Fisher’s exact test was
used to compare the results of PRNT90 assays. Data
were analysed and graphed using GraphPad Quick-
Calcs and GraphPad Prism 9 (GraphPad Software,
San Diego, CA).

Results

Recent USUV isolates replicate to higher titers
compared to the prototypic USUV isolate

Growth kinetics of four USUV strains: Uganda 2012,
South Africa 1959, Spain 2009, and Netherlands
2016 were evaluated in vitro in DF-1 chicken fibroblast
cells. Uganda 2012 and South Africa 1959 had an aver-
age peak titer of 6.4 log10 PFU/mL and 6.7 log10 PFU/
mL, respectively, on dpi 4. Spain 2009 and Nether-
lands 2016 reached an average peak titer of 7.4 log10
PFU/mL on dpi 5 (Figure 1). The prototypic strain,
South Africa 1959, generated significantly lower titers
compared to Netherlands 2016 on dpi 2–3 and 5
(Figure 1, p < 0.05). Both European strains generated
significantly higher titers than both African strains
on dpi 4 (Figure 1, p < 0.05).

Two-day-old chickens develop viremia when
inoculated with African and European strains of
USUV

In order to evaluate USUV infection in an in vivo
avian model, two-day-old ISA Brown chickens were
subcutaneously inoculated with 1500 PFU of one of
four USUV strains: Uganda 2012, South Africa 1959,
Spain 2009, or Netherlands 2016. There was 100% sur-
vival across all inoculated subjects and no clinical

Figure 1. Growth kinetics of USUV isolates in DF-1 cells. The
growth curve was performed three times, with one represen-
tative experiment shown. Symbols represent mean and error
bars represent standard deviation of triplicate inoculated cul-
tures. The limit of detection is indicated by dashed line. *p <
0.05, **p < 0.01, ***p < 0.001.
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signs of disease, including weight loss, were observed
(Figure 2(A)). Of the 52 inoculated chickens bled con-
secutively, all but 1 became viremic. Chickens inocu-
lated with the prototype strain, South Africa 1959,
developed significantly lower serum titers compared
to the three other USUV isolates on dpi 1 and com-
pared to Uganda 2012 on dpi 3 (Figure 2(B), p <
0.05). The peak mean serum titer for Spain 2009 and
Netherlands 2016 occurred on dpi 1 at 3.6 log10
PFU/mL and 3.5 log10 PFU/mL, respectively. The
peak mean titer in serum for Uganda 2012 and
South Africa 1959 occurred on dpi 2 at 3.5 log10
PFU/mL and 2.9 log10 PFU/mL. Chickens sustained
detectable viremia for at least five days post inocu-
lation, with one individual still viremic on dpi 6.

To determine whether a higher inoculum dose
would increase viral titer in serum, two-day-old ISA
Brown chickens were inoculated with 1 × 105 PFU of
either Netherlands 2016 or Uganda 2012. There was
100% survival, and all chickens developed viremia.
The peak mean titer for Netherlands 2016 and Uganda

2012 occurred on dpi 2 at 2.7 log10 PFU/mL and 3.0
log10 PFU/mL dpi 2, respectively. There were no stat-
istically significant differences between the two strains
across all timepoints (Figure 2(B), p > 0.20). Mean titer
was significantly lower in the Netherlands 2016 high
dose group relative to its low dose counterpart on
dpi 1 (p < 0.01). Together, these data indicate that
two-day-old chickens are susceptible to infection by
African and European USUV isolates.

Viral dissemination and histopathology in heart
tissue of USUV-inoculated chickens

To assess for viral dissemination and evidence of dis-
ease, tissues were collected from three individuals per
low-dose experimental group on dpi 3 and dpi 5. Infec-
tious viral titer was quantified in tissue samples, and
tissue sections were evaluated for histopathology.
Infectious virus was isolated from heart samples of
chickens inoculated with either of the European
strains on dpi 3, with Netherlands 2016 group produ-
cing significantly higher viral titers than either of the
African strains (Figure 3(A), p < 0.05). By dpi 5, infec-
tious virus was isolated from heart tissue of chickens
across all USUV isolates. Sections of heart collected
on dpi 5 were also evaluated microscopically. Hearts
were semi-quantitively evaluated for the number of
foci of inflammation; scores were summed for a com-
posite pathology score. Juvenile chickens infected with
Netherlands 2016 or Spain 2009 had similar scores and
were characterized by more foci of inflammation com-
pared to the chickens inoculated with Uganda 2012 or
South Africa 1959 (Figure 3(B)). No inflammation was
observed in heart tissue collected from control chick-
ens inoculated with PBS (Figure 3(C)). A representa-
tive image from a chicken infected with Spain 2009
with numerous foci of lymphocytic and heterophilic
infiltrates is shown (Figure 3(D)). Representative
images from a chicken infected with Uganda 2012
with limited inflammation (Figure 3(E)), and from
sham-inoculated control bird with no inflammatory
foci (Figure 3(C)) are shown. Additional tissues were
collected, and infectious virus was isolated from at
least one individual across all virus strains tested but
evidence of disease was not observed histologically.

To assess viral shedding, oral and cloacal swabs
were also collected from individuals euthanized for tis-
sue collection. Infectious virus was detected in oral
swabs of chickens inoculated with all virus strains on
dpi 5 (Figure 3(F)). No infectious virus was detected
in cloacal swabs collected from chickens inoculated
with USUV at either time point (Figure 3(G)).

A PRNT90 was used to determine the development
of neutralizing responses in serum on dpi 14 against
homologous USUV strains. At least two samples
from each experimental group generated a neutraliz-
ing response against USUV at a reciprocal PRNT90

titer of 20 (Supplemental Table 1). These data indicate

Figure 2. Serum titers of two-day-old ISA Brown chickens
inoculated with African and European strains of USUV. (A)
Mean percentage of initial starting weight of chickens follow-
ing 1500 PFU USUV inoculation. (B) Serum titers of chickens
inoculated with 1500 PFU of USUV. (C) Serum titers of chickens
inoculated with 105 PFU of USUV. Circles represent individual
samples; lines represent mean; error bars represent standard
deviation. The limit of detection is indicated by dashed line.
*p < 0.05.
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that ISA Brown chickens generated a similar neutraliz-
ing response to African and European USUV strains.

Statistically significant greater morbidity and
viremia in chickens from a line selected for low
antibody responses

To establish a chicken model with more severe disease
and higher serum titers, juvenile chickens from lines
that had undergone long-term selection (47 gener-
ations) for high (HAS) or low (LAS) antibody pro-
duction against sheep red blood cells [40,41] were
subcutaneously inoculated with 1500 PFU of Nether-
lands 2016 or PBS as a control. While both the

inoculated and control HAS groups had 100% survi-
val, mortality in LAS groups was observed by dpi 2
(Figure 4(A)). There was 89% survival in the LAS con-
trol group and 69% survival in the LAS USUV inocu-
lated group, with no significant differences in survival
between groups. USUV-inoculated LAS chickens that
did not survive exhibited disease signs including
weight loss ≥15%, lethargy, and ruffled feathers.

Congruent with survivorship data, the mean weight
of inoculated HAS chickens did not significantly differ
from the control HAS group (Figure 4(B)). In contrast,
the mean weight of LAS chickens inoculated with
USUV was significantly lower than the control LAS
group (Figure 4(C), p < 0.05) on dpi 5–7. Although

Figure 3. Evidence of USUV dissemination and USUV-mediated pathology in heart tissue from ISA Brown chickens inoculated with
African and European strains of USUV. (A) Viral titer in heart tissue collected on dpi 3 and dpi 5. Circles represent individual
samples; lines represent mean; error bars represent standard deviation. The limit of detection is indicated by dashed line. *p
< 0.05. (B) Composite histopathology scores of heart tissue; lines represent median. (C) Representative image of heart tissue col-
lected on dpi 5 from chickens inoculated PBS, with no inflammation (H&E stain). (D) Representative image of heart tissue collected
on dpi 5 from chickens inoculated with European USUV strain, with foci of lymphocytic and heterophilic infiltrates (arrow) (H&E
stain). (E) Representative image of heart tissue collected on dpi 5 from chickens inoculated with African USUV strain, with foci of
inflammation (arrow) (H&E stain, scale bars = 200µm). (F) Viral titer in oral swabs collected on dpi 3 and dpi 5. (G) Viral titer in
cloacal swabs collected on dpi 3 and dpi 5. Circles represent individual samples; lines represent mean; error bars represent stan-
dard deviation. The limit of detection is indicated by dashed line.
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these LAS juvenile chickens were growing and gaining
weight, the data suggest that USUV infection dimin-
ished their rate of weight gain.

Viremia was measured daily for seven days follow-
ing inoculation with USUV. All chickens developed
viremia. Serum titers were significantly higher in
LAS than HAS chickens on dpi 2–5 (Figure 4(D), p
< 0.01, p < 0.0001). Both experimental groups reached
peak viremia on dpi 2, with HAS chickens generating a
mean 3.1 log10 PFU/mL titer and LAS chickens gener-
ating a mean 4.3 log10 PFU/mL titer.

USUV dissemination and histopathology are
significantly greater in LAS chickens

Tissues were collected from six individuals on dpi 3
and dpi 5 to assess viral dissemination and pathology
in each HAS and LAS experimental groups. Viral titers
in the heart and kidney were significantly higher in
LAS than HAS chickens on dpi 3 (Figure 5(A), p <

0.05, p < 0.01). Infectious virus was also isolated
from brain, liver, bursa, lungs, and spleen of both
HAS and LAS chickens (Figure 5(A, B)). Infectious
virus was isolated from the panel of tissues collected
on dpi 5 in both HAS and LAS chickens, with signifi-
cantly higher USUV titer in the lungs of LAS chickens
(Figure 5(D, E), p<0.05). Viral titers in the brain of
LAS chickens were higher, though not significantly
so, than HAS chicks on dpi 5 (Figure 5(D)).

To further evaluate the pathologic effect of USUV
in HAS and LAS chickens, sections of tissues collected
on dpi 5 were examined microscopically, with only
heart, kidney, and brain showing evidence of disease.
Tissues were semi-quantitively evaluated for the num-
ber of foci of inflammation; scores were summed for a
composite pathology score. HAS and LAS chickens
had similar median pathology scores in the heart
(Figure 5(G)). Inflammation in the brain was observed
in one LAS chicken (Figure 5(H)). HAS and LAS
chickens had similar median pathologic scores in the

Figure 4. Mortality, morbidity, and viremia of HAS and LAS chickens inoculated with USUV. (A) Kaplan-Meier survival curve of
chickens inoculated with 1500 PFU USUV or PBS. (B) Mean percentage of initial starting weight of HAS chickens following
USUV inoculation. (C) Mean percentage of initial starting weight of LAS chickens following USUV inoculation. *p < 0.05. (D) Viremia
of HAS and LAS chickens inoculated with 1500 PFU. Circles represent individual samples; lines represent mean; error bars represent
standard deviation. The limit of detection is indicated by dashed line. **p < 0.01, ****p < 0.0001.
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kidney (Figure 5(I)). Heart tissue sections collected
from both chicken lines were characterized by numer-
ous inflammatory lesions, necrosis, lymphocytes, and
heterophils, suggesting myocardial damage; whereas
the sham-inoculated controls from each line did not
exhibit signs of inflammation (Figures 5(J–M)). The
kidney sections of both lines were characterized by
inflammatory foci, including heterophils, with no
signs of inflammation observed in the respective
sham-inoculated controls (Figures 5(N–Q)). Prolifer-
ation of glial cells in the neuropil of one LAS chicken
was observed and is suggestive of neuroinvasive dis-
ease (Figure 5(S)). There were no signs of inflam-
mation observed in the respective sham-inoculated
control (Figure 5(R)).

To assess viral shedding, oral and cloacal swabs
were collected from all inoculated individuals on dpi
3 and dpi 5. USUV was isolated from oral swabs
with significantly higher titers in LAS chickens than
HAS chickens on dpi 3 (Figure 5(C), p < 0.05).
USUV was also isolated from cloacal swabs of HAS
and LAS chickens, with mean titers being similar on
dpi 3 (Figure 5(C)). Infectious virus was isolated in
oral and cloacal swabs of both groups on dpi 5 (Figure
5(F)). Together, these data suggest that USUV is more
pathogenic in LAS compared to HAS chickens.

HAS chickens generate a stronger neutralizing
antibody response against USUV than LAS
chickens

Serum was collected from HAS and LAS chickens on
dpi 14 to evaluate rates of seroconversion using
PRNT. There were significantly fewer LAS chickens
that developed a neutralizing antibody response than
HAS chickens (Table 1, Fisher’s exact test, p < 0.05).
More than half of the HAS chickens neutralized
USUV at titers of 40 or above. PRNTs were also per-
formed on serum collected from HAS and LAS chick-
ens on dpi 3, dpi 5, and dpi 7, but no sample reached
the 90% reduction threshold. These data show that
chickens selected to generate a higher antibody
response to sheep red blood cells also develop a stron-
ger neutralizing antibody response against USUV
compared to those selected for low antibody response.

Viral clearance rate and infected cell removal
are important for mitigating USUV viremia

To determine whether differences in neutralizing anti-
body titers could explain differences in viremia in HAS
and LAS chickens infected with USUV, a target cell-
limited model with eclipse phase (Equation 1) was
fitted to HAS and LAS virus titer data. Non-identifia-
bility issues were avoided by assuming that the eclipse
phase (1/k) and the virus production (p) are identical
among the HAS and LAS populations, and fixing them

at the combined populations estimate of 1 d and 44.7
virions per cell per day, respectively. The remaining
parameters were assumed to be HAS- and LAS-
specific and carried out as individual fits for each
chicken within the HAS and LAS populations (see
Supplemental Table 2, for the HAS and LAS average
values). Data fitting showed good agreement with
the experimentally determined virus load data,
suggesting that peak serum titers occur when the
number of newly infected cells no longer compensates
for the loss of infected cells (Figure 6, see Supplemen-
tal Table 3 for corresponding individual fit data).

Differences in virus infectivity rates, infected cell
loss, and virus removal were observed between HAS
and LAS groups. The average estimate for the infectiv-
ity rate of individuals from the HAS population,
b = 1.06× 10−3 mL per virion per day, is 2.6 times
higher than the average infectivity rate of the birds
from the LAS population, b = 4.04× 10−4 mL per
virion per day, suggesting a lack of enhanced neutra-
lizing antibody effects in the HAS group. The higher
infectivity rate in the HAS cohort, however, is com-
pensated by increased infected cell loss, d = 14.7 per
day, 14.7-times larger than the infected cell loss in
the LAS population, d = 1 per day. Additionally, the
HAS group has enhanced virus clearance, c = 8.5
per day, 2.7 times larger than the virus clearance in
the LAS population, c = 3.13 per day. This additional
virus degradation in the HAS class is consistent with
antibody-mediated neutralization.

The average basic reproduction number (or basic

reproductive ratio), given by R0 = bp
cd

T0 was esti-

mated to be R0 = 3.79 for the HAS cohort, compared
to R0 = 57.8 for the LAS populations. This implies
that the lower serum titers in HAS chickens reduces
virus transmissibility by 15-fold.

Discussion

This study revealed that USUV is pathogenic in juven-
ile chickens, with robust viral dissemination. Studies
with three different lines of chickens (commercial
ISA Brown, LAS, and HAS) indicated that juvenile
chickens develop USUV viremia; USUV can be shed
orally; and the heart is an important target organ for
USUV replication and pathogenesis. Chickens inocu-
lated with the South Africa 1959 strain had lower titers
in serum, heart tissue, and oral swabs than chickens
inoculated with contemporary strains (Figures 2(B)
and 3(A–F)), suggesting that USUV may have evolved
to increase replication in birds. Experimentally inocu-
lated LAS chickens experiencedmorbidity that was not
observed in either the HAS or commercial chickens.
Additionally, LAS chickens generated significantly
higher titers in serum, organ samples, and oral swabs
(Figures 4 and 5), and a significantly lower virus-
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Figure 5. Evidence of viral dissemination, shedding, and histopathology in tissues of HAS and LAS chickens inoculated with USUV.
(A) Viral titer in tissues collected on dpi 3. (B) Viral titer in tissues collected on dpi 3. (C) Viral titer in oral and cloacal swabs collected
on dpi 3. (D) Viral titer in tissues collected on dpi 5. (E) Viral titer in tissues collected on dpi 5. (F) Viral titer in oral and cloacal swabs
collected on dpi 5. Circles represent individual samples; lines represent mean; error bars represent standard deviation. The limit of
detection is indicated by dashed line. *p < 0.05, **p < 0.01. (G) Composite score of heart tissue; line represents median. (H) Com-
posite score of brain tissue; line represents median. (I) Composite score of kidney tissue; line represents median. (J) Representative
image of heart tissue collected on dpi 5 from LAS chickens inoculated with PBS, with no inflammation (H&E stain). (K) Represen-
tative image of heart tissue collected on dpi 5 from LAS chickens inoculated with USUV, with inflammatory lesions and presence of
heterophils and lymphocytes (arrow) (H&E stain). (L) Representative image of heart tissue collected on dpi 5 from HAS chickens
inoculated with PBS, with no inflammation (H&E stain). (M) Representative image of heart tissue collected on dpi 5 from HAS
chickens inoculated with USUV, with inflammatory lesions and presence of heterophils and lymphocytes (arrow) (H&E stain).
(N) Representative image of kidney tissue collected on dpi 5 from LAS chickens inoculated with PBS, with no inflammation
(H&E stain). (O) Representative image of kidney tissue collected on dpi 5 from LAS chickens inoculated with USUV, with hetero-
philic inflammatory foci (arrow) (H&E stain). (P) Representative image of kidney tissue collected on dpi 5 from HAS chickens inocu-
lated with PBS, with no inflammation (H&E stain). (Q)Representative image of kidney tissue collected on dpi 5 from HAS chickens
inoculated with USUV, with heterophilic inflammatory foci (arrow) (H&E stain). (R) Representative image of brain tissue collected
on dpi 5 from LAS chickens inoculated with PBS, with no inflammation (H&E stain). (S) Image of brain tissue collected on dpi 5 from
LAS chicken inoculated with USUV, with proliferation of glial cells in the neuropil (arrow) (H&E stain, scale bars = 200 µm).
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neutralizing immune response than did the HAS
group. Altogether, juvenile chickens are an appropriate
model for assessing USUV pathogenesis and trans-
mission, in which weakened immune responses
increase pathogenesis and transmission potential.

Histopathological analysis identified inflammation in
heart tissue of USUV-inoculated chickens (Figures 3
and 5). Myocarditis and immune infiltrates in the
heart have been reported in naturally infected wild
birds in Europe, including the Eurasian blackbird,
great grey owl, and house sparrow [21,47,48]. Inflam-
mationwas also observed in the brain of a single infected
LAS chicken and in the kidney of both HAS and LAS
groups, also consistent with USUV infected wild birds,

as mentioned above [21,47,48]. While infectious virus
was detected in the liver and spleen of LAS and HAS
chickens, histopathological analysis did not reveal evi-
dence of inflammation, whereas infiltrates of mono-
nuclear cells and necrosis was observed in the spleen
and liver of geese [29] chickens [30] and canaries [31]
experimentally infected with USUV. Signs of inflam-
mation following USUV infection were also observed
in the heart and brain of experimentally inoculated can-
aries [31]. Thus, our results in juvenile chickens recapi-
tulate many of the findings in experimental and natural
USUV infections of various avian species. However, the
degree of neuroinvasion was lower than expected based
on reports of wild birds. While the LAS chickens did

Figure 6. Mathematical modeling of HAS and LAS chickens inoculated with USUV. Kinetics of USUV in HAS and LAS chickens as
given by model (Equation 1) versus data. A. Individual fits for HAS chickens B. Individual fits for LAS chickens. The parameters used
in stimulation are given in Supplemental Table 3, k = 0.97 per day, p = 44.7 per infected cell per day, initial conditions are
T0 = 10, 000 leukocytes/mL, E0 = I0 = 0 leukocytes/mL, and log10 V0 = 2.78 PFU/ml. LAS chickens.
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develop morbidity and neuropathology, they did not
become as severely ill as described in some reports of
wild birds. A further limitation of using a juvenile
chicken model is that the poorly developed immune
response of young chickens makes the model less useful
for assessing therapeutics or prophylactic treatments to
prevent disease.

The peak viremia generated in LAS chickens was
104–105 PFU/mL. Thus, the LAS chicken line serves
as a model that may be appropriate for determining
the USUV viremia threshold for infectivity of Culex
spp. mosquitos. Future studies to determine viremia
threshold level for infectivity, coupled with data on
wild bird susceptibility to USUV, can help determine
which avian species are important for zoonotic viral
maintenance and ultimately provide predictive capa-
bilities for determining which bird populations are
at risk for USUV emergence. Furthermore, bird-bird
contact transmission has also been reported in exper-
iments with WNV [49–51]. Our data showed that
USUV is shed in oral and cloacal secretions of LAS
chickens and, therefore, suggests the potential for
USUV transmission between birds as well. However,
there is currently no data on whether oral ingestion
is a known transmission route for USUV.

When investigating a viral dose-dependent
response, surprisingly, a higher viral inoculum dose
corresponded to decreased viremia titers in chickens
compared to those inoculated with a lower dose
(Figure 2(B)). This phenomenon was also observed
in three-week old chickens inoculated with SLEV
[52], suggesting that high dose inoculum may be less
effective at producing viremia in young chickens.
Additionally, in wild birds experimentally inoculated
with WNV, a higher inoculum dose did not signifi-
cantly increase peak viremia titers but rather increased
the proportion of infected birds [53–55]. Thus, our
results indicate that in future avian experiments
1500 PFU is an appropriate dose for assessing USUV
pathogenesis and transmission.

Results from our experiments with genetically dis-
tinct lines of chickens provide further insights into
USUV-host interactions. The HAS chicken line has
been well characterized to exhibit higher defensive
responses, such as limited disease development,

increased survivorship, and regular weight gain,
when exposed to various pathogens including bac-
terial, viral, and parasitic [41]. Specifically, HAS chick-
ens had 100% survivorship and developed a higher
antibody response to Newcastle disease virus than
their LAS counterparts. HAS chickens also developed
fewer air sac lesions when challenged with Myco-
plasma gallisepticum and had significantly higher
weight gain when challenged with Eimeria necatrix
than LAS chickens. HAS chickens were more resistant
to splenomeglia virus and feather mites than their LAS
counterparts. However, this high resistance was not
comprehensive, as HAS chickens showed less resist-
ance to Escherichia coli and Staphylococcus aureus
infection than LAS chickens [41]. Genome sequencing
and gene ontology analysis revealed three candidate
genes responsible for driving the variance in humoral
immune response between the HAS and LAS chicken
lines: MHC, SEMA5A, and TGFBR2 [42]. Differences
in the MHC locus, which encodes for proteins
involved in antigen presentation [56], likely explain
in part the differential neutralizing antibody responses
developed in the HAS and LAS chickens against
USUV. Further characterization of the innate and
non-neutralizing responses will be essential to under-
stand the avian anti-USUV response, as the modelling
results from our study indicate the HAS chickens have
a greater rate of loss of infected cells and higher rate of
viral clearance than the LAS chickens. This increased
loss of infected cells in the HAS chickens may be
due to antibody-dependent cellular cytotoxicity or
complement mediated lysis. This is reflected in the
sustained higher serum titers observed in the LAS
chickens. This suggests that the HAS chickens are bet-
ter able to control viral replication during acute infec-
tion. Whereas much of the current literature has
explored the role humoral immunity plays in reducing
WNV infections following repeat exposure in wild
bird populations [49,57,58], there is limited knowl-
edge on the interactions between the avian innate
immune system and WNV. Newhouse and colleagues
[59] elucidate some of the critical players in the avian
innate immune response after experimentally infect-
ing zebra finches (Taeniopygia guttata) with WNV.
Future work on identifying the role of the innate
immune system in USUV infection in birds will be
critical for our understanding of this emerging zoono-
tic virus and the drivers of viral evolution.

Results from our studies have shed light on impor-
tant characteristics of USUV infection, pathogenesis,
and immune responses in a physiologically relevant
model organism. The shared phylogenetic and eco-
logical characteristics between USUV and WNV
suggest that USUV has the potential to serve as an
emerging threat. Many of the USUV outbreaks in
Europe resulted in large die-off events of Eurasian
blackbird (T. merula) populations. With the global

Table 1. Neutralizing antibody response in sera collected on
dpi 14 from HAS and LAS chickens inoculated with USUV as
determined by plaque reduction neutralization test at 90%
threshold (PRNT90).

PRNT90 titer

% of subjects (n)

HAS LAS p-value

<20 10 (1) 66.67 (4) 0.0357
20 30 (3) 16.67 (1) NS
0 40 (4) 16.67 (1) NS
80 10 (1) 0 (0) NS
320 10 (1) 0 (0) NS

Percent (n) of exposed subjects reaching each titer is shown. NS denotes
not significant.
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distribution of related species, including the American
robin (T. migratorius), which is a competent host for
WNV [49,60], it is possible that USUV may continue
to emerge. The data presented here and the develop-
ment of a novel avian model provide vital tools for
further evaluation of USUV pathogenesis and trans-
mission in birds.

Acknowledgements

Funding for this project was provided by the Virginia-Mary-
land College of Veterinary Medicine (VMCVM) Internal
Research Competition grant, the VMCVM Summer Veter-
inary Student Research Program, and the Virginia Tech
Data and Decisions proposal. NHB and SMC acknowledge
funding from National Science Foundation [grant number:
1813011]. USUV isolate TMNetherlands was received from
the European Virus Archive goes Global (EVAg) project
that has received funding from the European Union’s Hor-
izon 2020 research and innovation programme under grant
agreement No. 653316. We thank the CDC in Fort Collins,
CO for USUV isolates UG09615 and SAAR1776. We thank
Siobahn Boothe for care of and contributions to ISA Brown
chicken experiments. We thank VT Laboratory Animal
Research staff for their contributions to animal husbandry.

Disclosure statement

No potential conflict of interest was reported by the author
(s).

Funding

This work was supported by National Science Foundation
[grant number: 1813011]; Virginia Polytechnic Institute
and State University [grant number: Data and Decisions
Proposal, VMCVM Internal Research Competition].

ORCID

Sarah C. Kuchinsky http://orcid.org/0000-0002-0002-
6951

References

[1] Kuno G, Chang G-JJ, Tsuchiya KR, et al. Phylogeny of
the genus Flavivirus. J Virol. 1998;72(1):73–83.

[2] Roesch F, Fajardo A, Moratorio G, et al. Usutu virus:
an arbovirus on the rise. Viruses. 2019;11(7):640, 1–
14.

[3] Williams MC, Simpson DIH, Haddow AJ, et al. The
isolation of West Nile virus from man and of Usutu
virus from the bird-biting mosquito Mansonia aurites
(Theobald) in the entebbe area of Uganda. Ann Trop
Med Parasitol. 1964;58(3):367–374.

[4] Cle M, Beck C, Salinas S, et al. Usutu virus: a new
threat? Epidemiol Infect. 2019;147:e232, 1–11.

[5] Fros JJ, Miesen P, Vogels CB, et al. Comparative Usutu
and West Nile virus transmission potential by local
Culex pipiens mosquitoes in north-western Europe.
One Health. 2015;1:31–36.

[6] Calzolari M, Gaibani P, Bellini R, et al. Mosquito, bird
and human surveillance of West Nile and Usutu

Viruses in Emilia-Romagna region (Italy) in 2010.
PLOS ONE. 2012;7(5):e38058, 1–12.

[7] Nikolay B. A review of West Nile and Usutu virus co-
circulation in Europe: how much do transmission
cycles overlap? Trans R Soc Trop Med Hyg.
2015;109(10):609–618.

[8] Cadar D, Becker N, Campos Rde M, et al. Usutu virus
in bats, Germany, 2013. Emerg Infect Dis. 2014;20
(10):1771–1773.

[9] Diagne MM, Ndione MHD, Di Paola N, et al. Usutu
virus isolated from rodents in Senegal. Viruses.
2019;11(2):181, 1–13.

[10] Garcia-Bocanegra I, Paniagua J, Gutierrez-Guzman
AV, et al. Spatio-temporal trends and risk factors
affecting West Nile virus and related flavivirus
exposure in Spanish wild ruminants. BMC Vet Res.
2016;12(1):249, 1–9.

[11] Durand B, Haskouri H, Lowenski S, et al.
Seroprevalence of West Nile and Usutu viruses in
military working horses and dogs, Morocco, 2012:
dog as an alternative WNV sentinel species?
Epidemiol Infect. 2016;144(9):1857–1864.

[12] Percivalle E, Cassaniti I, Sarasini A, et al. West Nile or
Usutu virus? A three-year follow-up of humoral and
cellular response in a group of asymptomatic blood
donors. Viruses. 2020;12(2):157, 1–11.

[13] Carletti F, Colavita F, Rovida F, et al. Expanding Usutu
virus circulation in Italy: detection in the lazio region,
central Italy, 2017 to 2018. Eurosurveillance. 2019;24
(3):1800649.

[14] Nagy A, Mezei E, Nagy O, et al. Extraordinary increase
in West Nile virus cases and first confirmed human
Usutu virus infection in Hungary, 2018.
Eurosurveillance. 2019;24(28):1900038.

[15] Zaaijer HL, Slot E, Molier M, et al. Usutu virus infec-
tion in Dutch blood donors. Transfusion. 2019;59
(9):2931–2937.

[16] Caracciolo I, Mora-Cardenas E, Aloise C, et al.
Comprehensive response to Usutu virus following
first isolation in blood donors in the Friuli Venezia
Giulia region of Italy: development of recombinant
NS1-based serology and sensitivity to antiviral drugs.
PLoS Negl Trop Dis. 2020;14(3):e0008156.

[17] Pacenti M, Sinigaglia A, Martello T, et al. Clinical and
virological findings in patients with Usutu virus infec-
tion, northern Italy, 2018. Eurosurveillance. 2019;24
(47):1900180.

[18] Weissenbock H, Kolodziejek J, Url A, et al. Emergence
of Usutu virus, an African mosquito-borne flavivirus
of the Japanese encephalitis virus group, central
Europe. Emerg Infect Dis. 2002;8(7):652–656.

[19] Weissenbock H, Bakonyi T, Rossi G, et al. Usutu virus,
Italy, 1996. Emerg Infect Dis. 2013;19(2):274–277.

[20] Luhken R, Jost H, Cadar D, et al. Distribution of Usutu
virus in Germany and its effect on breeding bird popu-
lations. Emerg Infect Dis. 2017;23(12):1994–2001.

[21] Rijks JM, Kik ML, Slaterus R, et al. Widespread Usutu
virus outbreak in birds in the Netherlands, 2016. Euro
Surveill. 2016;21(45):1–6.

[22] Chvala S, Bakonyi T, Bukovsky C, et al. Monitoring of
Usutu virus activity and spread by using dead bird sur-
veillance in Austria, 2003–2005. Vet Microbiol.
2007;122(3):237–245.

[23] Steinmetz HW, Bakonyi T, Weissenböck H, et al.
Emergence and establishment of Usutu virus infection
in wild and captive avian species in and around
Zurich, Switzerland—genomic and pathologic

736 S. C. Kuchinsky et al.

http://orcid.org/0000-0002-0002-6951
http://orcid.org/0000-0002-0002-6951


comparison to other central European outbreaks. Vet
Microbiol. 2011;148(2):207–212.

[24] Blazquez AB, Escribano-Romero E, Martin-Acebes
MA, et al. Limited susceptibility of mice to Usutu
virus (USUV) infection and induction of flavivirus
cross-protective immunity. Virology. 2015;482:67–71.

[25] Weissenbock H, Bakonyi T, Chvala S, et al.
Experimental Usutu virus infection of suckling mice
causes neuronal and glial cell apoptosis and demyeli-
nation. Acta Neuropathol. 2004;108(5):453–460.

[26] Segura Guerrero NA, Sharma S, Neyts J, et al.
Favipiravir inhibits in vitro Usutu virus replication
and delays disease progression in an infection model
in mice. Antiviral Res. 2018;160:137–142.

[27] Martin-Acebes MA, Blazquez AB, Canas-Arranz R,
et al. A recombinant DNA vaccine protects mice
deficient in the alpha/beta interferon receptor against
lethal challenge with Usutu virus. Vaccine. 2016;34
(18):2066–2073.

[28] Kuchinsky SC, Hawks SA, Mossel EC, et al.
Differential pathogenesis of Usutu virus isolates in
mice. PLoS Negl Trop Dis. 2020;14(10):e0008765, 1–
15.

[29] Chvala S, Bakonyi T, Hackl R, et al. Limited pathogen-
icity of Usutu virus for the domestic goose (Anser
anser f. domestica) following experimental inocu-
lation. J Vet Med B Infect Dis Vet Public Health.
2006;53(4):171–175.

[30] Chvala S, Bakonyi T, Hackl R, et al. Limited pathogen-
icity of Usutu virus for the domestic chicken (Gallus
domesticus). Avian Pathol. 2005;34(5):392–395.

[31] Benzarti E, Rivas J, Sarlet M, et al. Experimental Usutu
virus infection in domestic canaries Serinus canaria.
Viruses. 2020;12(2):1–14.

[32] Chung YS. Viraemia and antibody response in chick-
ens infected with arboviruses. J Comp Pathol. 1970;80
(2):311-314.

[33] Campbell J, Hore DE. Isolation of Murray Valley ence-
phalitis virus from sentinel chickens. Aust Vet J.
1975;51(1):1–3.

[34] ReisenWK, Lundstrom JO, Scott TW, et al. Patterns of
avian Seroprevalence to western equine encephalo-
myelitis and Saint Louis encephalitis Viruses in
California, USA. J Med Entomol. 2000;37(4):507–527.

[35] Patiris PJ, Oceguera LF 3rd, Peck GW, et al. Serologic
diagnosis of West Nile and St. Louis encephalitis virus
infections in domestic chickens. Am J Trop Med Hyg.
2008;78(3):434–441.

[36] Langevin SA, Bunning M, Davis B, et al. Experimental
infection of chickens as candidate sentinels for West
Nile virus. Emerg Infect Dis. 2001;7(4):726–729.

[37] Styer LM, Bernard KA, Kramer LD. Enhanced early
West Nile virus infection in young chickens infected
by mosquito bite: effect of viral dose. Am J Trop
Med Hyg. 2006;75(2):337–345.

[38] Buckley A, Dawson A, Gould EA. Detection of serocon-
version toWest Nile virus, Usutu virus and sindbis virus
in UK sentinel chickens. Virol J. 2006;3(1):71, 1–6.

[39] Dridi M, Rauw F, Muylkens B, et al. Setting up a SPF
chicken model for the pathotyping of West Nile virus
(WNV) strains. Transbound Emerg Dis. 2013;60
(Suppl 2):51–62.

[40] Siegel PB, Gross WB. Production and persistence of
antibodies in chickens to sheep
erythrocytes. 1. Directional selection. Poult Sci.
1980;59(1):1–5.

[41] Gross WG, Siegel PB, Hall RW, et al. Production and
persistence of antibodies in chickens to sheep
erythrocytes. 2. Resistance to infectious diseases.
Poult Sci. 1980;59(2):205–210.

[42] Lillie M, Sheng Z, Honaker CF, et al. Genome-wide
standing variation facilitates long-term response to
bidirectional selection for antibody response in chick-
ens. BMC Genomics. 2017;18(1):99–99.

[43] Vazquez A, Ruiz S, Herrero L, et al. West Nile and
Usutu viruses in mosquitoes in Spain, 2008–2009.
Am J Trop Med Hyg. 2011;85(1):178–181.

[44] Mossel EC, Crabtree MB, Mutebi JP, et al. Arboviruses
isolated from mosquitoes collected in Uganda, 2008–
2012. J Med Entomol. 2017;54(5):1403–1409.

[45] FAO. Chapter 5 Disease sampling procedures. In:
Whitworth D, Newman S, Mundkur T, et al., editors.
Wild birds and avian influenza: an introduction to
applied field research and disease sampling tech-
niques. FAO Animal Production and Health Manual
5th ed. Rome: FAO Animal Production and Health
Manual; 2007.

[46] Duggal NK, Ritter JM, Pestorius SE, et al. Frequent
zika virus sexual transmission and prolonged viral
RNA shedding in an immunodeficient mouse model.
Cell Rep. 2017;18(7):1751–1760.

[47] Chvala S, Kolodziejek J, Nowotny N, et al. Pathology
and viral distribution in fatal Usutu virus infections
of birds from the 2001 and 2002 outbreaks in
Austria. J Comp Pathol. 2004;131(2):176–185.

[48] Manarolla G, Bakonyi T, Gallazzi D, et al. Usutu virus
in wild birds in northern Italy. Vet Microbiol.
2010;141(1):159–163.

[49] Komar N, Langevin S, Hinten S, et al. Experimental
infection of north American birds with the
New York 1999 strain of West Nile virus. Emerging
Infect. Dis. 2003;9(3):311–322.

[50] Banet-Noach C, Simanov L, Malkinson M. Direct
(non-vector) transmission of West Nile virus in
geese. Avian Pathol. 2003;32(5):489–494.

[51] McLean RG, Ubico SR, Docherty DE, et al. West Nile
virus transmission and ecology in birds. Ann NY Acad
Sci. 2001;951:54–57.

[52] Bowen GS, Monath TP, Kemp GE, et al. Geographic
variation among St. Louis encephalitis virus strains
in the viremic responses of avian hosts. Am J Trop
Med Hyg. 1980;29(6):1411–1419.

[53] Reisen WK, Fang Y, Martinez VM. Avian host and
mosquito (Diptera: Culicidae) vector competence
determine the efficiency of West Nile and St. Louis
encephalitis virus transmission. J Med Entomol.
2005;42(3):367–375.

[54] VanDalen KK, Hall JS, Clark L, et al. West Nile virus
infection in American robins: new insights on dose
response. PLOS ONE. 2013;8(7):e68537, 1–8.

[55] Pérez-Ramírez E, Llorente F, Jiménez-Clavero MÁ.
Experimental infections of wild birds with West Nile
virus. Viruses. 2014;6(2):752–781.

[56] Miller MM, Taylor RL Jr. Brief review of the chicken
major histocompatibility complex: the genes, their
distribution on chromosome 16, and their contri-
butions to disease resistance. Poult Sci. 2016;95
(2):375–392.

[57] Nemeth NM, Oesterle PT, Bowen RA. Humoral
immunity to West Nile virus is long-lasting and pro-
tective in the house sparrow (Passer domesticus).
Am J Trop Med Hyg. 2009;80(5):864–869.

Emerging Microbes & Infections 737



[58] Panella NA, Young G, Komar N. Experimental
infection of Eurasian collared-dove (Streptopelia
decaocto) with West Nile virus. J Vector Ecol.
2013;38(2):210–214.

[59] Newhouse DJ, Hofmeister EK, Balakrishnan CN.
Transcriptional response to West Nile virus infection

in the zebra finch (Taeniopygia guttata). R Soc Open
Sci. 2017;4(6):170296–170296.

[60] Colpitts TM, Conway MJ, Montgomery RR, et al.
West Nile virus: biology, transmission, and
human infection. Clin Microbiol Rev. 2012;25
(4):635–648.

738 S. C. Kuchinsky et al.


	Abstract
	Introduction
	Materials and methods
	Virus isolates
	Cell lines
	Chicken experiments
	USUV inoculation in ISA Brown chickens
	USUV inoculation in HAS and LAS chickens

	Viral quantification assays
	PRNT assays
	Histopathology
	Mathematical modeling of virus-host interaction
	Parameter estimation

	Statistical analysis

	Results
	Recent USUV isolates replicate to higher titers compared to the prototypic USUV isolate
	Two-day-old chickens develop viremia when inoculated with African and European strains of USUV
	Viral dissemination and histopathology in heart tissue of USUV-inoculated chickens
	Statistically significant greater morbidity and viremia in chickens from a line selected for low antibody responses
	USUV dissemination and histopathology are significantly greater in LAS chickens
	HAS chickens generate a stronger neutralizing antibody response against USUV than LAS chickens
	Viral clearance rate and infected cell removal are important for mitigating USUV viremia

	Discussion
	Acknowledgements
	Disclosure statement
	ORCID
	References

