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Abstract 

The mammalian nuclear envelope (NE), which separates the nucleus from the cytoplasm, is a 

complex structure composed of nuclear pore complexes, the outer and inner nuclear 

membranes, the perinuclear space and the nuclear lamina (A- and B-type lamins). The NE is 

completely disassembled and reassembled at each cell division. Here, we review recent 

advances in the understanding of the mechanisms implicated in the transport of inner nuclear 

membrane and nuclear lamina proteins from the endoplasmic reticulum to the nucleus in 

interphase cells and mitosis, with special attention on A-type lamins.  

 



The nuclear envelope. The nuclear envelope contains the nuclear pore complexes (NPCs), 

large multiprotein channels through which the nucleus and cytoplasm communicate, and which 

control the active transport of ions and small molecules. The NPCs are embedded in the outer 

and inner nuclear membranes, which are separated by a luminal space. The outer nuclear 

membrane (ONM) is continuous with the endoplasmic reticulum (ER) and is fused to the inner 

nuclear membrane (INM) at the sites where NPCs are inserted. Within the nucleus of metazoan 

cells, the INM is lined by the nuclear lamina, a meshwork of intermediate-filament proteins that 

is tightly associated with several INM-associated proteins and interacts with portions of the 

chromatin (Figure 1). The nuclear lamina provides mechanical stability to the INM and is 

implicated in nuclear positioning, chromatin structure, NPC organization, NE breakdown and 

reassembly during mitosis, DNA replication, DNA damage responses, cell cycle progression, 

cell differentiation, cell polarization during cell migration, and transcriptional control [1-5] 

In mammals, the nuclear lamina is mainly composed of type-V intermediate filaments called 

lamins, which are classified as A-type or B-type based on their primary sequence and their 

biological properties. The LMNA gene, through alternative splicing, generates at least four 

isoforms: the two major isoforms lamin A and C (A-type lamins) and the two minor isoforms C2 

and A10. A-type lamins are expressed in a developmentally regulated manner, with lamin A 

and C being mainly expressed in differentiated cells and not in highly proliferating tissues. Of 

the two LMNB genes, LMNB1 encodes lamin B1 and LMNB2, through alternative splicing, 

encodes lamin B2 and B3. B-type lamins are constitutively expressed in all somatic cells, with 

lamins B1 and B2 being expressed in most cells and lamin B3 only in spermatocytes. Lamins 

form coiled-coil dimers that associate longitudinally to form head-to-tail polymers [3]. 

Lamins A, B1, and B2 are expressed as prelamins, and are processed to mature lamins through 

a series of posttranslational modifications to their C-terminal end [3, 6]. The C-terminal CAAX 

motif is first isoprenylated by a farnesyltransferase (FTase), promoting attachment to the INM. 

This modification is required for the subsequent cleavage of the 3 terminal amino acids, 

catalyzed by the endoproteases Rce1 (Ras-converting enzyme 1) and Zmpste24 (Zinc 

metallopeptidase STE24 homolog, S. cerevisiae; also known as FACE-1 in humans: 

farnesylated-proteins converting enzyme). Next, isoprenylcysteine carboxyl methyltransferase 

(ICMT) methylates the newly accessible cysteine residue. Unlike lamin B, lamin A undergoes a 



second proteolytic cleavage by Zmpste24, which removes the 15 C-terminal residues, including 

the farnesylated and carboxylmethylated C-terminal cysteine. Therefore mature lamin A, like 

lamin C (which lacks the CAAX motif), is not an isoprenylated protein. The enzymes for lamin 

maturation have been detected both in the ER [7] and in the INM [8], and there are conflicting 

views as to whether maturation takes place in the cytoplasm or the nucleus [9]. The current 

view is that isoprenylation facilitates the initial assembly of lamin A in the nuclear lamina, while 

subsequent removal of the isoprenoid moiety allows it to enter into solution, for instance during 

mitosis [6]. However, lamin C is found in the NE despite the fact that it lacks the CAAX motif, 

which would suggest that isoprenylation is not essential for NE localization [10]. Other 

posttranslational modifications to lamins that might regulate their import into the nucleus and 

their assembly and disassembly include phosphorylation, sumorylation, ADP-ribosylation and 

glycosylation [11].  

 

Protein incorporation into the INM and the nuclear lamina in interphase. Four non-

exclusive models have been proposed for the transport of proteins to the INM: diffusion-

retention, vesicle fusion, targeting with classical nuclear localization signals (NLSs), and 

targeting with specific INM-sorting motifs [12] (Figure 2). The diffusion-retention model [13] 

suggests that integral membrane proteins synthesized in the ER diffuse throughout the ER 

membranes and reach the ONM. Subsequent transfer from the ONM to the INM is not fully 

understood, but has been proposed to operate by passive lateral diffusion at the sites of NPC 

insertion into the membrane [14]. In this model, INM proteins move freely between the ER and 

INM and become immobilized on the inner face of the NE through interactions with chromatin or 

the nuclear lamina [15]. Consistent with this view, fluorescence recovery after photobleaching 

(FRAP) experiments with fluorescent-tagged proteins demonstrated that the mobility of some 

LINC (linker of nucleoskeleton and cytoskeleton) proteins is increased in embryonic fibroblasts 

from mice lacking A-type lamins, and these experiments also suggest that A-type lamins and 

the INM protein Sun2 anchor nesprin-2 in the ONM [16]. Doubts about the diffusion-retention 

model stem from the fact that it envisages transport of proteins across four continuous 

membrane domains (ER, ONM, ONM–INM contacts at NPCs, and INM) by diffusion alone, 

which seems unlikely [12]. Moreover, the model does not explain the transport of INM proteins 



with large nucleoplasmic or lumenal domains, which cannot diffuse across ONM–INM contacts, 

or why the presence of a lamin-binding domain in a membrane-bound protein is not sufficient for 

INM localization [17]. Additionally, there is evidence that protein trafficking to the INM is an 

energy-consuming process [12]. 

The fusion of vesicles to membranes is a temperature-, energy- and calcium-dependent 

phenomenon that occurs in ER, Golgi apparatus and plasma membrane [18]. The vesicle fusion 

model for protein transport to the NE is supported by studies showing that depletion of 

regulators of vesicle fusion, such as p47 in Xenopus oocytes, impairs NE formation [19]. 

However, further experiments are needed to corroborate the involvement of vesicle fusion in the 

incorporation of INM proteins to the NE. 

A third model proposes that INM proteins are transported to their final destination by an active 

process regulated by the same mechanisms than regulate nuclear import of soluble proteins 

[20]. INM proteins contain a classical NLS that is recognized by importins and karyopherins. 

According to this model, importins interact with phenylalanine-glycine repeats in the NPCs and 

then transport INM proteins to the nuclear interior along gradients of soluble Ran-GTP/Ran-

GDP created by Ran-GTPases [21-22]. This model does not explain the transport of INM 

proteins lacking an NLS [23] or whose NLS is dispensable for their INM localization [21]. 

However, recent papers suggest a role of importin-β through direct interaction with the NLS of 

INM proteins [24-25] 

The forth model proposes active transport by signal-sequence-mediated events initiated in the 

ER [26-27]. Importin-α-16, a truncated form of importin-α, recognizes INM-sorting motifs in INM 

proteins and facilitates their transport into the nucleus [26]. These INM-sorting motifs have an 

extremely hydrophobic sequence of 18 aminoacids with a sequence rich in positively charged 

aminoacids at its C-terminus [27]. INM-sorting motifs that interact with importin-α have been 

detected in several INM proteins, such as lamin B receptor and nurim in mammals [26-27] and 

Heh2 in yeast [24]. An important role for this mechanism in the transport of INM proteins to the 

NE is attested by the existence of truncated importin-α isoforms in insects, yeast and mammals, 

and the identification of putative INM-sorting motifs in many INM proteins [12] Supporting this 

notion, Tapley et al. recently demonstrated that INM-sorting motifs are among multiple signals 

that contribute to the efficient transport of INM proteins to the NE; the authors found that the 



SUN domain protein UNC-84 is transported to the NE during early embryogenesis in 

Caenorhabditis elegans by processes mediated by classical NLSs and INM-sorting motifs [12]. 

Additionally, recent studies combining FRAP and photoactivation in both the ER and the NE 

suggest that the binding of many NE transmembrane proteins to the INM depends more on 

exchange of proteins between the ER and INM than on mobility within the INM [28]. These 

studies also corroborate the existence of several mechanisms in NE protein dynamics, including 

unregulated lateral diffusion, mechanisms requiring ATP or Ran GTPase function or facilitation 

of protein transport by the phenylalanine-glycine repeats in NPCs [28]. 

 

Incorporation of A-type lamins into the nucleus. Unlike other intermediate filaments, lamins 

accumulate exclusively in the nucleus during interphase. All lamins have classicall NLSs and 

are predicted to be transported to the nucleus by importin α/β followed by internalization across 

the NPCs. Within the nucleus, lamins associate with the INM, where they form the nuclear 

lamina [10, 29]. The import of lamins into the nucleus seems to be regulated by the 

phosphorylation of serine and threonine residues close to the NLS [30-31]. In interphase cells, 

lamins are distributed in the perinuclear rim and nucleoplasmic areas [3]. Analysis by FRAP and 

fluorescence loss in photobleaching (FLIP) using GFP-tagged proteins indicates low turnover of 

of A- and B-type lamins in the nuclear periphery, with recovery within hours for lamin A and 45 

minutes for lamin B1 [3]. In contrast, lamin C is more mobile [32]. Although these experiments 

corroborate earlier biochemical studies [33], it is unknown exactly how A-type lamins 

incorporate into the nuclear lamina and how this process is influenced by other INM and 

trafficking members. A- and B-type lamins form separate networks in the nuclear lamina [34-35]. 

Interaction between these two structures has been confirmed by fluorescence resonance 

energy transfer (FRET) and live cell imaging studies [34, 36] and in experiments with LMNA-null 

cells and mice with an insertional mutation in LMNB1 that results in the synthesis of a lamin B1 

protein lacking several key functional domains [37-38]. Mouse embryonic fibroblasts lacking 

lamin A/C exhibit reduced expression of B-type lamins in the nuclear lamina, and the expression 

of the mutant LMNB1 altered lamin A/C distribution [37-38]. Accordingly, lamin A mobility in the 

nuclear lamina is increased when the amount of lamin B1 is reduced [39]. Lamins are also 

organized into intranuclear tubules and aggregates that contain lipids and NPC proteins, and 



which could serve as transport channels from cytoplasmic regions [3]. These channels are 

stable and lamins in these regions have a low turnover similar to that of lamins in the 

perinuclear rim. Finally, polymerized lamins are dispersed throughout the nucleus from the 

nucleolar periphery to the NE, frequently connecting with NPCs [3]. Polymerized lamins may 

provide a scaffold for processes such as transcription and DNA replication [3]. 

 

The nuclear envelope in mitosis. The NE is completely disassembled and reassembled 

during cell division. Higher eukaryotes form a cytoplasmic spindle, which requires NE 

breakdown to allow access of spindle microtubules to kinetochores. Restructuring of the NE 

during breakdown involves the disassembly of all its components (including membranes, NPCs 

and nuclear lamina), chromatin condensation, formation of the microtubule aster from 

centrosomes, and centrosome separation. All the nuclear components are then coordinately 

reassembled after DNA segregation into daughter cells [40-41] (Figure 3). 

Activation of mitotic kinases at the end of G2 triggers entry into prophase through the 

phosphorylation of nucleoporins, lamins, INM proteins and chromatin-associated factors. The 

phosphorylation of nucleoporins by cyclin-dependent kinase 1 (CDK1, also called CDC2) 

controls NPC disassembly. Nucleoporins are dispersed in the cytoplasm within minutes, and 

transport between the cytoplasm and nucleus through NPCs is inhibited [42-43]. Microtubules 

then exert pulling forces that cause invaginations of the NE around centrosomes [44], and the 

nuclear lamina undergoes depolymerization [45]; firstly A-type lamins are released to the 

nucleoplasm [46], followed by B-type lamins [44]. CDK1 contributes to lamin depolymerisation in 

vitro [47], and mutagenesis of the CDK1 phosophorylating sites in lamin A/C blocks nuclear 

lamina disassembly at the onset of mitosis [48]. Simultaneous with nuclear lamina 

depolymerization, CDK1 phosphorylation of INM proteins and other lamin-associated proteins, 

including lamina-associated polypeptide 2α and 2 (LAP2α, LAP2) and lamin B receptor LBR), 

causes their detachment from lamins and chromatin [40, 44]. NE breakdown also involves 

contributions from protein kinase C (PKC), aurora A, cyclin A2/CDK complex polo-like kinase 1 

(PlK1) and never-in-mitosis A (NIMA) [40-41].  



After NE breakdown, NE membrane proteins retract into the membrane system of the ER [49]. 

A-type lamins become dispersed throughout the cytoplasm, while B-type lamins initially remain 

associated with the nuclear membranes before being dispersed into the ER [45]. The ER is also 

reorganized during mitosis, and this reorganization seems to be related to NE disassembly, 

since NE breakdown is impaired by disruption of key ER proteins such as reticulons and the 

DP1 family members YOP1 and RET1 [50-51]. Chromatin is condensed into chromosomes 

before NE breakdown. During spindle assembly microtubules are reorganized and interact with 

chromosomes, aligning them on the metaphase plate [40-41]. 

From late anaphase to telophase, the NE starts to reassemble around chromatin, a process 

controlled spatially and temporally by the production of RanGTP on the surface of the 

chromatin. The production of RanGTP together with the inactivation of kinases and activation of 

phosphatases (e.g. protein phosphatase 1-a (PP1a)) release NPC components and importins 

[52] and recruit some nucleoporins to form the prepore [53]. Thereafter membranes and other 

soluble nucleoporins associate with the prepore to form a closed NE that exhibits nuclear import 

activity. 

NE membrane reformation starts with the binding of the tips of the ER tubules to chromatin [54], 

a process mediated by NDC1, POM121 and Sun1 and the complex Nup107-160. Removal of 

the reticulon proteins leads to additional recruitment of ER tubules to form flattened NE patches 

[55]. Some NE proteins, including LBR, LAP2, and B- and A- type lamins, then bind to 

chromatin [56], although the majority of lamins are not reassembled into the nuclear lamina until 

after the nucleus has recovered competence for nuclear import [11]. 

The disassembly of A-type and B-type lamins at the transition from prophase to prometaphase 

requires their CDK1- and PKC-dependent phosphorylation on specific serine residues [40, 57], 

whereas their reassembly during the telophase/early G1 transition is controlled by PP1a [45, 

48]. Mitotic phosphorylation and disassembly of A-type lamins precedes B-type lamin 

phosphorylation and disassembly [46, 57]. Nuclear lamina reassembly begins with the 

association with the chromosome ends of LAP2α and BAF, followed by LBR and a small 

fraction of emerin, and then by LAP2 [11]. Accumulation of A-type lamins within the nucleus 

mostly occurs after the assembly of other major NE components, including NPCs, in daughter 

cells in late telophase [56, 58]. Remaining A-type lamins are transported into the nucleus after 



enclosure of the chromatin and formation of an intact NE. Newly-synthesized lamins are 

transported through NPCs and continue to be incorporated into the NE of the interphase 

nucleus [59]. Other elements begin to assemble in daughter cells after the formation of an intact 

NE [56, 58]. It is clear that the majority of A-type lamin molecules only reassemble during and 

after cytokinesis, and that lamins also regulate nuclear assembly [11]. Further experiments are 

needed to increase knowledge about the mechanisms regulating the assembly of A-type lamins 

in cells. 

Conclusions. During the cell cycle, the NE is partially or completely remodeled in perfect 

coordination with the changes occurring simultaneously in chromatin and the ER. These 

processes are regulated by phosphorylation events that are still incompletely understood. 

Further efforts are needed to identify additional proteins that participate in NE dynamics (such 

as kinases, phosphatases, and other regulatory or trafficking proteins) and to determine how 

they interact to control NE formation and turnover. Given that LMNA mutations or defective 

posttranslational processing of pre-lamin A cause the human diseases termed laminopathies, 

further work is also needed to assess if the etiology of these diseases is related to alterations to 

NE reorganization as a consequence of the expression of mutant lamins or lamin-associated 

proteins. 
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CDK1: cyclin-dependent kinase 1  
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LAP2: Lamina-associated polypeptide. 

ONM: outer nuclear membrane 

PKC: protein kinase C  

PP1a: protein phosphatase 1-a  
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Figure legends  

 

 

Figure 1. Schematic representation of the structure of the mammalian nuclear envelope and 

endoplasmic reticulum (ER).  

 

Figure 2. Incorporation of transmembrane proteins into the inner nuclear membrane in 

interphase. Four non-exclusive models have been proposed for the transport of proteins to the 

INM: (A) diffusion-retention, (B) vesicle fusion, (C) targeting with classical nuclear localization 

signals (NLSs), and (D) targeting with specific INM-sorting motifs. Green rectangles: INM 

proteins. RCC1: Regulator of Chromosome condensation 1; RanBP1 and 2: Ran-binding 

protein 1 and 2; RanGAP: Ran GTPase-activating protein; α-16: importin α-16; α: importin α; : 

importin . INM-SM: Inner Nuclear Membrane Sorting Motif. See text for details. 

 

Figure 3. Scheme of the events associated with nuclear envelope disassembly and assembly 

during mitosis. ER: Endoplasmic Reticulum; INM: Inner Nuclear Membrane; NE: Nuclear 

envelope; NPC: Nucleopore complexes; ONM: Outer Nuclear Membrane. See text for details. 



 

Bibliography 

 

1. Gonzalez, J.M., Navarro-Puche, A., Casar, B., Crespo, P., Andres, V. (2008) Fast 
regulation of AP-1 activity through interaction of lamin A/C, ERK1/2, and c-Fos at the nuclear 
envelope. J Cell Biol 183, 653-666 
2. Rodriguez, J., Calvo, F., Gonzalez, J.M., Casar, B., Andres, V., Crespo, P. (2010) 
ERK1/2 MAP kinases promote cell cycle entry by rapid, kinase-independent disruption of 
retinoblastoma-lamin A complexes. J Cell Biol 191, 967-979 
3. Broers, J.L., Ramaekers, F.C., Bonne, G., Yaou, R.B., Hutchison, C.J. (2006) Nuclear 
lamins: laminopathies and their role in premature ageing. Physiol Rev 86, 967-1008 
4. Andres, V., Gonzalez, J.M. (2009) Role of A-type lamins in signaling, transcription, and 
chromatin organization. J Cell Biol 187, 945-957 
5. Trigueros-Motos, L., Gonzalez, J.M., Rivera, J., Andres, V. (2011) Hutchinson-Gilford 
progeria syndrome, cardiovascular disease and oxidative stress. Front Biosci (Schol Ed) 3, 
1285-1297 
6. Gonzalez, J.M., Pla, D., Perez-Sala, D., Andres, V. (2011) A-type lamins and 
Hutchinson-Gilford progeria syndrome: pathogenesis and therapy. Front Biosci (Schol Ed) 3, 
1133-1146 
7. Zhang, F.L., Casey, P.J. (1996) Protein prenylation: molecular mechanisms and 
functional consequences. Annu Rev Biochem 65, 241-269 
8. Kilic, F., Johnson, D.A., Sinensky, M. (1999) Subcellular localization and partial 
purification of prelamin A endoprotease: an enzyme which catalyzes the conversion of 
farnesylated prelamin A to mature lamin A. FEBS Lett 450, 61-65 
9. Barrowman, J., Hamblet, C., George, C.M., Michaelis, S. (2008) Analysis of prelamin A 
biogenesis reveals the nucleus to be a CaaX processing compartment. Mol Biol Cell 19, 5398-
5408 
10. Goldberg, M.W., Fiserova, J., Huttenlauch, I., Stick, R. (2008) A new model for nuclear 
lamina organization. Biochem Soc Trans 36, 1339-1343 
11. Dechat, T., Adam, S.A., Taimen, P., Shimi, T., Goldman, R.D. (2011) Nuclear lamins. 
Cold Spring Harb Perspect Biol 2, a000547 
12. Tapley, E.C., Ly, N., Starr, D.A. (2011) Multiple mechanisms actively target the SUN 
protein UNC-84 to the inner nuclear membrane. Mol Biol Cell 22, 1739-1752 
13. Ostlund, C., Sullivan, T., Stewart, C.L., Worman, H.J. (2006) Dependence of diffusional 
mobility of integral inner nuclear membrane proteins on A-type lamins. Biochemistry 45, 1374-
1382 
14. Soullam, B., Worman, H.J. (1993) The amino-terminal domain of the lamin B receptor is 
a nuclear envelope targeting signal. J Cell Biol 120, 1093-1100 
15. Wilson, K.L., Foisner, R. (2010) Lamin-binding Proteins. Cold Spring Harb Perspect Biol 
2, a000554 
16. Ostlund, C., Folker, E.S., Choi, J.C., Gomes, E.R., Gundersen, G.G., Worman, H.J. 
(2009) Dynamics and molecular interactions of linker of nucleoskeleton and cytoskeleton (LINC) 
complex proteins. J Cell Sci 122, 4099-4108 
17. Haque, F., Mazzeo, D., Patel, J.T., Smallwood, D.T., Ellis, J.A., Shanahan, C.M., 
Shackleton, S. (2010) Mammalian SUN protein interaction networks at the inner nuclear 
membrane and their role in laminopathy disease processes. J Biol Chem 285, 3487-3498 
18. Rothman, J.E. (1994) Mechanisms of intracellular protein transport. Nature 372, 55-63 
19. Hetzer, M., Meyer, H.H., Walther, T.C., Bilbao-Cortes, D., Warren, G., Mattaj, I.W. 
(2001) Distinct AAA-ATPase p97 complexes function in discrete steps of nuclear assembly. Nat 
Cell Biol 3, 1086-1091 
20. Theerthagiri, G., Eisenhardt, N., Schwarz, H., Antonin, W. (2010) The nucleoporin 
Nup188 controls passage of membrane proteins across the nuclear pore complex. J Cell Biol 
189, 1129-1142 
21. Turgay, Y., Ungricht, R., Rothballer, A., Kiss, A., Csucs, G., Horvath, P., Kutay, U. 
(2010) A classical NLS and the SUN domain contribute to the targeting of SUN2 to the inner 
nuclear membrane. EMBO J 29, 2262-2275 
22. Zuleger, N., Korfali, N., Schirmer, E.C. (2008) Inner nuclear membrane protein transport 
is mediated by multiple mechanisms. Biochem Soc Trans 36, 1373-1377 



23. Lusk, C.P., Blobel, G., King, M.C. (2007) Highway to the inner nuclear membrane: rules 
for the road. Nat Rev Mol Cell Biol 8, 414-420 
24. Lu, X., Shi, Y., Lu, Q., Ma, Y., Luo, J., Wang, Q., Ji, J., Jiang, Q., Zhang, C. (2010) 
Requirement for lamin B receptor and its regulation by importin {beta} and phosphorylation in 
nuclear envelope assembly during mitotic exit. J Biol Chem 285, 33281-33293 
25. Xu, D., Farmer, A., Chook, Y.M. (2010) Recognition of nuclear targeting signals by 
Karyopherin-beta proteins. Curr Opin Struct Biol 20, 782-790 
26. Saksena, S., Summers, M.D., Burks, J.K., Johnson, A.E., Braunagel, S.C. (2006) 
Importin-alpha-16 is a translocon-associated protein involved in sorting membrane proteins to 
the nuclear envelope. Nat Struct Mol Biol 13, 500-508 
27. Braunagel, S.C., Williamson, S.T., Ding, Q., Wu, X., Summers, M.D. (2007) Early 
sorting of inner nuclear membrane proteins is conserved. Proc Natl Acad Sci U S A 104, 9307-
9312 
28. Zuleger, N., Kelly, D.A., Richardson, A.C., Kerr, A.R., Goldberg, M.W., Goryachev, A.B., 
Schirmer, E.C. (2011) System analysis shows distinct mechanisms and common principles of 
nuclear envelope protein dynamics. J Cell Biol 193, 109-123 
29. Malik, P., Korfali, N., Srsen, V., Lazou, V., Batrakou, D.G., Zuleger, N., Kavanagh, D.M., 
Wilkie, G.S., Goldberg, M.W., Schirmer, E.C. (2010) Cell-specific and lamin-dependent targeting 
of novel transmembrane proteins in the nuclear envelope. Cell Mol Life Sci 67, 1353-1369 
30. Hennekes, H., Peter, M., Weber, K., Nigg, E.A. (1993) Phosphorylation on protein 
kinase C sites inhibits nuclear import of lamin B2. J Cell Biol 120, 1293-1304 
31. Leukel, M., Jost, E. (1995) Two conserved serines in the nuclear localization signal 
flanking region are involved in the nuclear targeting of human lamin A. Eur J Cell Biol 68, 133-
142 
32. Broers, J.L., Ramaekers, F.C. (2004) Dynamics of nuclear lamina assembly and 
disassembly. Symp Soc Exp Biol, 177-192 
33. Dagenais, A., LeMyre, A., Bibor-Hardy, V. (1990) Differential transport and integration 
into the nuclear lamina for lamins A, B, and C. Biochem Cell Biol 68, 827-831 
34. Shimi, T., Pfleghaar, K., Kojima, S., Pack, C.G., Solovei, I., Goldman, A.E., Adam, S.A., 
Shumaker, D.K., Kinjo, M., Cremer, T., Goldman, R.D. (2008) The A- and B-type nuclear lamin 
networks: microdomains involved in chromatin organization and transcription. Genes Dev 22, 
3409-3421 
35. Goldberg, M.W., Huttenlauch, I., Hutchison, C.J., Stick, R. (2008) Filaments made from 
A- and B-type lamins differ in structure and organization. J Cell Sci 121, 215-225 
36. Delbarre, E., Tramier, M., Coppey-Moisan, M., Gaillard, C., Courvalin, J.C., Buendia, B. 
(2006) The truncated prelamin A in Hutchinson-Gilford progeria syndrome alters segregation of 
A-type and B-type lamin homopolymers. Hum Mol Genet 15, 1113-1122 
37. Sullivan, T., Escalante-Alcalde, D., Bhatt, H., Anver, M., Bhat, N., Nagashima, K., 
Stewart, C.L., Burke, B. (1999) Loss of A-type lamin expression compromises nuclear envelope 
integrity leading to muscular dystrophy. J Cell Biol 147, 913-920 
38. Vergnes, L., Peterfy, M., Bergo, M.O., Young, S.G., Reue, K. (2004) Lamin B1 is 
required for mouse development and nuclear integrity. Proc Natl Acad Sci U S A 101, 10428-
10433 
39. Tang, C.W., Maya-Mendoza, A., Martin, C., Zeng, K., Chen, S., Feret, D., Wilson, S.A., 
Jackson, D.A. (2008) The integrity of a lamin-B1-dependent nucleoskeleton is a fundamental 
determinant of RNA synthesis in human cells. J Cell Sci 121, 1014-1024 
40. Guttinger, S., Laurell, E., Kutay, U. (2009) Orchestrating nuclear envelope disassembly 
and reassembly during mitosis. Nat Rev Mol Cell Biol 10, 178-191 
41. Kutay, U., Hetzer, M.W. (2008) Reorganization of the nuclear envelope during open 
mitosis. Curr Opin Cell Biol 20, 669-677 
42. Dultz, E., Zanin, E., Wurzenberger, C., Braun, M., Rabut, G., Sironi, L., Ellenberg, J. 
(2008) Systematic kinetic analysis of mitotic dis- and reassembly of the nuclear pore in living 
cells. J Cell Biol 180, 857-865 
43. Katsani, K.R., Karess, R.E., Dostatni, N., Doye, V. (2008) In vivo dynamics of 
Drosophila nuclear envelope components. Mol Biol Cell 19, 3652-3666 
44. Beaudouin, J., Gerlich, D., Daigle, N., Eils, R., Ellenberg, J. (2002) Nuclear envelope 
breakdown proceeds by microtubule-induced tearing of the lamina. Cell 108, 83-96 
45. Gerace, L., Blobel, G. (1980) The nuclear envelope lamina is reversibly depolymerized 
during mitosis. Cell 19, 277-287 



46. Georgatos, S.D., Pyrpasopoulou, A., Theodoropoulos, P.A. (1997) Nuclear envelope 
breakdown in mammalian cells involves stepwise lamina disassembly and microtubule-drive 
deformation of the nuclear membrane. J Cell Sci 110 ( Pt 17), 2129-2140 
47. Peter, M., Nakagawa, J., Doree, M., Labbe, J.C., Nigg, E.A. (1990) In vitro disassembly 
of the nuclear lamina and M phase-specific phosphorylation of lamins by cdc2 kinase. Cell 61, 
591-602 
48. Heald, R., McKeon, F. (1990) Mutations of phosphorylation sites in lamin A that prevent 
nuclear lamina disassembly in mitosis. Cell 61, 579-589 
49. Puhka, M., Vihinen, H., Joensuu, M., Jokitalo, E. (2007) Endoplasmic reticulum remains 
continuous and undergoes sheet-to-tubule transformation during cell division in mammalian 
cells. J Cell Biol 179, 895-909 
50. Audhya, A., Desai, A., Oegema, K. (2007) A role for Rab5 in structuring the 
endoplasmic reticulum. J Cell Biol 178, 43-56 
51. Galy, V., Antonin, W., Jaedicke, A., Sachse, M., Santarella, R., Haselmann, U., Mattaj, 
I. (2008) A role for gp210 in mitotic nuclear-envelope breakdown. J Cell Sci 121, 317-328 
52. Clarke, P.R., Zhang, C. (2008) Spatial and temporal coordination of mitosis by Ran 
GTPase. Nat Rev Mol Cell Biol 9, 464-477 
53. Sheehan, M.A., Mills, A.D., Sleeman, A.M., Laskey, R.A., Blow, J.J. (1988) Steps in the 
assembly of replication-competent nuclei in a cell-free system from Xenopus eggs. J Cell Biol 
106, 1-12 
54. Anderson, D.J., Hetzer, M.W. (2008) Reshaping of the endoplasmic reticulum limits the 
rate for nuclear envelope formation. J Cell Biol 182, 911-924 
55. Anderson, D.J., Hetzer, M.W. (2007) Nuclear envelope formation by chromatin-
mediated reorganization of the endoplasmic reticulum. Nat Cell Biol 9, 1160-1166 
56. Haraguchi, T., Kojidani, T., Koujin, T., Shimi, T., Osakada, H., Mori, C., Yamamoto, A., 
Hiraoka, Y. (2008) Live cell imaging and electron microscopy reveal dynamic processes of BAF-
directed nuclear envelope assembly. J Cell Sci 121, 2540-2554 
57. Kuga, T., Nozaki, N., Matsushita, K., Nomura, F., Tomonaga, T. (2010) Phosphorylation 
statuses at different residues of lamin B2, B1, and A/C dynamically and independently change 
throughout the cell cycle. Exp Cell Res 316, 2301-2312 
58. Dechat, T., Shimi, T., Adam, S.A., Rusinol, A.E., Andres, D.A., Spielmann, H.P., 
Sinensky, M.S., Goldman, R.D. (2007) Alterations in mitosis and cell cycle progression caused 
by a mutant lamin A known to accelerate human aging. Proc Natl Acad Sci U S A 104, 4955-
4960 
59. Moir, R.D., Yoon, M., Khuon, S., Goldman, R.D. (2000) Nuclear lamins A and B1: 
different pathways of assembly during nuclear envelope formation in living cells. J Cell Biol 151, 
1155-1168 
 

 



OUTER NUCLEAR MEMBRANE

INNER NUCLEAR MEMBRANE

Inner Nuclear
Membrane Protein

Outer Nuclear
Membrane Protein

N
u

c
le

a
r

E
n

v
e

lo
p

e

N
u

c
le

u
s

Actin

C
y
to

p
la

s
m

P
e
ri

p
h

e
ra

l 
E

R

A-type
Lamin

B-type
Lamin

DNA+

Histone

Rough ER sheets

Smooth ER 
tubules

Figure 1



NUCLEOPLASM

OUTER NUCLEAR MEMBRANE

INNER NUCLEAR MEMBRANE

Nuclear lamina

Pi

RCC1

GDP
GTP

NUCLEOPLASM

RanGAP

RanBP1

importin

importin

Ran

GTP

Ran

GDP

Ran

GTP

Ran

GDP

Ran

GTP

Vesicle fusion

a-16

NLS

importin

NLS

importin

NLS

NLS

CYTOPLASM

NUCLEOPLASM

CYTOPLASM

NUCLEOPLASM

Nuclear

lamina

Endoplasmic

Reticulum

a-16

IN
M

-S
M

a-16

IN
M

-S
M

IN
M

-S
M

IN
M

-S
M

Endoplasmic

Reticulum

Nuclear

Membrane

VESICLE FUSION MODELDIFFUSION-RETENTION MODELA B

CYTOPLASM

DC
CYTOPLASM

TARGETING WITH CLASSICAL NLS MODEL INM-SORTING MOTIFS MODEL

Nuclear

lamina

Figure 2



Cell cycle

arrest

• Mitotic spindle is established

• Nups at the kinetochores

• Lamin B dispersed into ER

• Lamin A dispersed in the cytoplasm

• Formation of prepores

• Recruitment to the chromatin surface of 

RE membrane tubules and NE proteins 

Growth and normal 

metabolic roles

DNA replication

NPCs duplication

Growth and 

preparation for

mitosis

• NPC disassembly

• NPC dispersion in the cytoplasm

• NE Breakdown

• INM/ONM dispersal

• Nuclear lamina depolymerization

• INM proteins and lamin-associated

protein detachment from chromatin

and lamins

• ER reorganization

• NE flattening

• Membrane closure

• Completed NPC 

assembly and nuclear 

transport reestablishment

• Lamin import

• Lamina assembly

G0

Figure 3


	Gonzalez et al Biochem Soc Trans 2011
	Figures 1-3

