Table 1.- Nucleotide and amino acids substitutions in cyp51A and cyp51B genes and MICs for azole drugs of
A. fumigatus clinical and mutant isolates.

cyp51A gene® cyp51B gene® MICs (ng/ml)
Isolate / strain N.
Codon 54 Codon 220 Codon 35 Codon 387 Codon 394 ITC VRC RVC POS
CM- 237 GGG ATG TCT GAT ccT 0.25 0.5 0.5 0.06
CM-2739 GGG ATG TCT GAT cCcT 0.50 0.5 0.5 0.06
CM-1369 GGG ATG TCT GAT ccT 0.25 0.5 0.5 0.06
CM-1245 (AF-91) GGG GTG” T1Cee GAT CCT >8.0 1.0 20-40 05-1.0
CM-1252 (AF-90) GGG GTG” T1CC GAT CCT >8.0 1.0 1.0-20 0.5
CM-2158 (AF/1422) GGG 616G T1Cee GAT  '*cceG >8.0 1.0 20-40 05-1.0
CM-2159 (F/6919) GGG OAAG T TCT GAT CCT >80 1.0-20 1.0-20 2.0
CM-2164 (SO/3829) GGG acG ™ TCT HGAA #CCA >80 05-10 1.0-20 0.25-05
T- Xl GGG 616G TCT GAT CCT >8.0 1.0 2.0 0.5
T-1 GGG AAG T TCT GAT CCT >8.0 1.0 1.0 2.0
T-1V GGG AAG T TCT GAT CCT >8.0 1.0 1.0 1.0
T-Vi GGG “OAAG T TCT GAT CCT >8.0 1.0 1.0 1.0
T-XI GGG AAGT TCT GAT CCT >8.0 1.0 1.0 1.0
T- XXl GGG e -Yolch TCT GAT CCT >80 05-1.0 1.0 0.12-0.25
(M220V)
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(@ Nucleotides are numbered from the translation start codon ATG of cyp51A and cyp51B.

(b) The numbers indicate the position at which a base change occurs (in bold)

(c) MICs: Minimal Inhibitory Concentrations of itraconazole (ITC), voriconazole (VRC), ravuconazole (RVC), and posaconazole (POS) in pg/ml.

(d) Transformants T-lllI, T-VI, T-VII, and T-XI (replacement of mutated cyp51A gene copy from CM-2159), T-XII (cyp51A from CM-1252) and T-XXII
(cyp51A copy from CM-2164)



