
	  

 
 
Figure S8. Histogram of peptides detected for AS and all genes 
This histogram shows the peptide abundance for all genes with at least 1 peptide (in green) and the genes for which we detected evidence of alternative 
splicing (AS genes, red). As expected, alternative splicing detection is related to peptide abundance in proteomics experiments (which here is the measure of 
levels of protein expression); the more peptides we detect for a gene, the more likely we are to detect alternative splicing. 
 


